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Panoptic Quality
   bPQ* mPQ  Neu  Epi  Lym  Pla  Eos  Con
HNCoNiC  0.546 0.454  0.196  0.615  0.636  0.423  0.342  0.513
HNLarge  0.546 0.454   0.206  0.606  0.644  0.386  0.369  0.516
HNBase  0.539 0.440  0.150  0.602  0.637  0.366  0.373  0.512
HNTiny  0.534 0.420  0.121  0.598  0.624  0.348  0.324  0.506

  bF1* mF1  Neu  Epi  Lym  Pla  Eos  Con
HNCoNiC  0.832 0.600  0.300  0.822  0.759  0.505  0.516  0.701
HNLarge  0.841 0.606   0.313  0.826  0.766  0.471  0.553  0.708
HNBase  0.841 0.594  0.261  0.822  0.767  0.451  0.557  0.708
HNTiny  0.836 0.572  0.205  0.822  0.752  0.432  0.522  0.698

F1 Score

    Neu  Epi  Lym  Pla  Eos  Con
HNCoNiC    1.966  2.722   1.145  1.103  2.176  1.976
HNLarge    2.250  2.843  1.165  1.196  2.149  2.003
HNBase    2.533  2.857  1.206  1.229  2.134  2.021
HNTiny    2.663  2.899  1.197  1.269  2.432  2.051

Hausdorff Distance

HNTiny HNBase HNLarge

  mAcc  Neu  Epi  Lym  Pla  Eos  Con
HNCoNiC  0.748  0.650  0.789  0.840  0.706  0.711  0.794
HNLarge  0.759  0.627   0.796  0.858  0.693  0.785  0.794
HNBase  0.752  0.613  0.791  0.867  0.681  0.763  0.794
HNTiny  0.749  0.623  0.789  0.851  0.672  0.775  0.786

Balanced Accuracy Binary Pixel Metrics
 HNCoNiC HNLarge HNBase HNTiny

F1 0.814 0.819 0.818 0.814
MCC 0.776 0.786 0.785 0.781
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