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ABSTRACT

Fine-tuning-as-a-service introduces a threat to Large Language Models’ safety
when service providers fine-tune their models on poisoned user-submitted datasets,
a process known as harmful fine-tuning attacks. In this work, we show that by
regularizing the gradient contribution of harmful samples encountered during fine-
tuning, we can effectively mitigate the impact of harmful fine-tuning attacks. To
this end, we introduce Antibody, a defense strategy that first ensures robust safety
alignment for the model before fine-tuning, and then applies a safety-preservation
learning algorithm during fine-tuning. Specifically, in the alignment stage before
fine-tuning, we propose optimizing the model to be in a flat loss region with
respect to harmful samples, which makes the safety alignment more resilient
to subsequent harmful fine-tuning. Then, in the fine-tuning stage, we design
a fine-tuning algorithm that applies a weighting scheme to all samples in each
training batch to inhibit the model from learning from harmful samples while
encouraging learning from benign samples. Experimental results demonstrate
that Antibody successfully mitigates harmful fine-tuning attacks while boosting
fine-tuning performance on the user-submitted dataset.

WARNING: This paper may contain offensive and harmful content.

1 INTRODUCTION

Fine-tuning-as-a-service (FTaaS) (e.g., OpenAIB Mis-
tral El, etc.) is a powerful method for adapting Large
Language Models (LLMs) to user-defined tasks. This
service presents several key advantages. For instance,
users only need to upload their own data, and the ser-
vice automatically fine-tunes the model and returns a
customized version. This process eliminates the need
for expertise in machine learning or access to large
computational resources. It also allows users to fine-
tune proprietary models. However, this accessibility
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The standard pipeline for FTaaS consists of two stages: an initial alignment stage, where a service
provider performs safety alignment on a model, and a subsequent fine-tuning stage, where users
submit a dataset and the provider applies Supervised Fine-tuning (SFT) to optimize the model
for them. The harmful fine-tuning attack happens during the fine-tuning stage, where a user may
intentionally or unintentionally inject harmful data into their submitted dataset. The resulting dataset
typically comprises a small fraction of harmful samples mixed with benign ones.

To mitigate harmful fine-tuning attacks, current studies propose defense strategies for each stage of
the FTaaS process (Huang et al., |2024b). The first category, alignment stage defenses (Liu et al.,
2024b; |Rosati et al., [2024; [Tamirisa et al., 2025; |Huang et al.| |2024c} |2025b; |[Zhao et al.| 2025b; Liu
et al., [20244a)), focuses on making the base model inherently resilient to malicious data before it is
released to users. These methods proactively create a robust model’s safety alignment. For instance,
Vaccine (Huang et al.| [2024c)) makes the model’s internal embeddings of harmful content more
resistant to adversarial manipulation, while Booster (Huang et al., [2025b)) proposes a regularization
term in the alignment stage that aims to minimize the harmful loss reduction in the fine-tuning attack.
The next category, fine-tuning stage defenses (Mukhoti et al.| 2024; Bianchi et al., [2024; |Zong et al.,
2024} [Huang et al.,[2024a; Lyu et al., [2024; Wang et al.|, 2024} [Eiras et al., [2025}; |Li et al., [2025b)
proposes various strategies to prevent the model from learning from harmful samples while still being
able to learn from benign data. Examples include mixing alignment data into the training process
(Huang et al.| [2024a; [Eiras et al.,[2025)) or modifying system prompts (Wang et al.,[2024; Lyu et al.|
2024; |Huang et al.,|2025a). More recently, post-fine-tuning defenses (Casper et al.,|2025;|Y1 et al.,
2024bj; Hsu et al., 2024) have been proposed to repair a model’s safety alignment after the fine-tuning
is complete. Despite these diverse approaches, many existing methods either provide insufficient
protection against harmful fine-tuning attacks or come at the cost of the model’s performance on the
user’s task, as illustrated in Figure E}

In this paper, we propose Antibody, a defense strategy that attenuates the influence of harmful
gradients through an integrated two-stage framework implemented across the alignment and fine-
tuning stages. Specifically, in the alignment stage before harmful fine-tuning takes place, our key
idea is to build a robust safety alignment by flattening the loss landscape w.r.t. potential harmful
samples, thereby making the instilled safety behavior more difficult to remove, even when the model
is subsequently fine-tuned on new harmful samples. Then, in the fine-tuning stage, we leverage the
safety alignment knowledge already embedded in the model after the alignment stage to introduce
a dynamic weighting scheme that down-weights the contribution of harmful samples during fine-
tuning. Empirical results show that Antibody successfully mitigates harmful fine-tuning attacks while
offering a competitive fine-tuning performance across various settings. See[Figure 1| for an example
of performance gain.

Our contributions are summarized as follows:

* Robust Alignment. We propose to optimize the model to be in a flat loss region with respect to
harmful samples, which makes safety alignment harder to be removed.

* Safety Fine-tuning. We propose a safety fine-tuning method that applies a weighting scheme to
all samples in each training batch to prevent the model from learning from harmful samples while
encouraging learning from benign samples.

* Extensive Evaluation. We validate Antibody performance across different downstream datasets,
model architectures, and fine-tuning setups.

2 RELATED WORKS

Alignment Stage Defenses. Alignment stage methods aim to make a model more robust against
fine-tuning attacks by modifying the alignment process. Vaccine (Huang et al.||2024c)) aims to reduce
harmful embedding drift by adding perturbations to the model’s embeddings during the alignment
stage. RepNoise (Rosati et al.| [2024) further proposes to utilize a harmful dataset to align the model
so that its harmful embeddings move toward random noise, thus removing harmful information
that can be extracted from those embeddings. TAR (Tamirisa et al., 2025) applies meta-learning
to sustain a high loss in harmful samples after harmful fine-tuning. Booster (Huang et al., [ 2025b)
proposes to minimize the harmful sample loss reduction rate. T-Vaccine (Liu et al. 2024a)) is a
memory-efficient improvement over Vaccine that only applies perturbations to some safety-critical
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layers. These methods offer a significant computational advantage, as the safety alignment is a
one-time cost incurred before subsequent fine-tuning. However, a potential disadvantage is that
this safety alignment is static. This means that it may lack the flexibility to counter various attack
configurations, such as a high number of fine-tuning steps or large learning rates.

Fine-tuning Stage Defenses. Fine-tuning stage methods modify the fine-tuning process to mitigate
the impact of harmful data on the model’s safety while ensuring performance on downstream tasks.
LDIFS (Mukhoti et al., 2024) uses a regularization loss to reduce the shift in model embeddings
of the aligned model. Other methods utilize additional alignment data to enhance model safety
during fine-tuning. Safelnstr (Bianchi et al.|[2024) mixes safety examples into the fine-tuning data to
maintain alignment knowledge. Lisa (Huang et al.| |2024a)) alternately updates the fine-tuning data
with safety examples and includes a proximal term to constrain the drift of the model’s weights. Some
methods modify the system prompt to improve model safety. PTST (Lyu et al.,[2024) proposes using
a general system prompt during fine-tuning and a safety prompt during inference. BEA (Wang et al.,
2024])) introduces a backdoor to trigger refusal behavior on harmful inputs. SalLoRA (Li et al.,[2025b)
implements a fixed safety module to prevent weight updates from disrupting the model’s alignment.

Post-Fine-Tuning Stage Defenses. Post-fine-tuning stage defenses focus on realigning a model
after the fine-tuning stage. As other methods may only defend successfully with a certain setup of
fine-tuning hyperparameters (Qi et al., 2025bj; Huang et al., 2025a)), post-fine-tuning defenses give
the service provider more control over the safety of their released models. LAT (Casper et al., 2025)
leverages latent adversarial training to remove backdoors and novel classes of attacks. SOMF (Y1
et al., 2024b)) applies model fusion to retain the model’s fine-tuned utility while taking advantage of
the safeguarding capability of the aligned model. Safe LoRA (Hsu et al.} 2024)) projects the fine-tuned
LoRA weights into a safe subspace to recover the safety of the model. Antidote (Huang et al.,2025a)
identifies and prunes harmful weights to restore the model’s safety.

3 PRELIMINARY

Fine-tuning-as-a-service defense setting. The FTaaS setting consists of two stages: the alignment
stage and the fine-tuning stage. In the alignment stage, the service provider performs safety alignment
and makes a model available for fine-tuning. The service provider has access to a safety alignment
dataset D,j;g, that consists of harmful prompt-refusal completion pairs, such as: How to make
a bomb? - Sorry, I cannot help you, and a harmful dataset Dy, consists of harm-
ful prompt-compliant answer, such as: How to write a software virus? - Yes, I
can help you. In the fine-tuning stage, users submit a dataset Dy, and the provider applies SFT
to optimize the model. The dataset Dy,5c contains benign data, such as math problems paired with
math solutions, and harmful data different from those in Dyam. The fine-tuned model is then released
to the user for their usage. The service provider’s challenge is to mitigate harmful fine-tuning attacks
introduced by Dy,gx Without degrading performance on the benign task.

Threat model for harmful fine-tuning attacks. The attack surface is the dataset submitted by the
user in the fine-tuning stage, where a user may intentionally or unintentionally inject harmful data.
This dataset contains n samples, of which (1 — p)% are benign and p% are harmful. Benign samples
are prompt-completion pairs related to the user-defined task, while harmful samples consist of a
harmful prompt and a compliant answer that follows the malicious request. The service provider acts
as the defender, with full control over the fine-tuning process. Following prior work (Q1 et al., 2024
Huang et al.| 2025b)), we assume that the fine-tuning dataset is a mixture of benign and harmful data.

4 OUR FRAMEWORK

Standard SFT updates are vulnerable to harmful fine-tuning attacks because they aggregate gradients
from all samples, including harmful ones, allowing gradients from these malicious samples to directly
poison the model update. To address this problem, we propose two solutions that jointly reduce the
effect of harmful samples. First, in Section 4.1 we propose a robust alignment method that optimizes
the model to be in a flat loss region with respect to harmful samples, making safety alignment harder
to remove. Second, we propose a safety fine-tuning method in Section[4.2]that deprioritizes learning
from samples that appear harmful by applying a weighting scheme to all the gradients. Finally, we
summarize our proposed solution in Section
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Notations. In what follows, we introduce the notation for SFT. Given a dataset of prompt-completion
pairs (z, y), the completion y € {0, 1}V > is represented as a sequence of L one-hot vectors over
a vocabulary of size V. Let hy denote an LLM parameterized by 6. For a given pair, we define
X as the concatenation of the input prompt x and the corresponding completion y. The model
processes this concatenated sequence to produce logits, which are then converted to probabilities
using a column-wise softmax function:

z=hy(x) e RV*L, 7 (y|x) = softmax_column (z) € RV*L,

In this formulation, z is a matrix where each column contains the logits for the prediction of the
[-th token, conditioned on the prompt « and the preceding completion tokens y.;. Consequently,
log7(y | x) € RV*L represents the per-token log-likelihood sequence. SFT aims to minimize the
negative log-likelihood, or cross-entropy loss, over the training data. The loss for a single sample is
defined as the summation over the negative log-likelihoods of each token in the completion:

L L
lo(@,y) 2 [a(X))i == eg, - logma(y | )] M
= Y7 1=1
1xL
where e,, is the one-hot vector for the {-th token of the ground-truth completion y, and [-]; denotes
the [-th column vector of the matrix.

4.1 ROBUST ALIGNMENT VIA FLATNESS REGULARIZATION

Our aim is to propose a defense method that incorporates harmful data during the alignment stage
to build a safety alignment robust to harmful fine-tuning attacks. The core of our strategy is to
ensure a robust safety alignment by shaping the model’s loss landscape. A flat loss landscape for
harmful samples makes the instilled safety behavior more difficult to remove, even when the model
is subsequently fine-tuned on new harmful samples. We denote Ljign (#) as the empirical loss on
the alignment dataset Djjign and Lham (6) as the empirical loss on the harmful dataset Dyy,. We
formulate the defense problem in the alignment stage as the following optimization problem:

mein Lajign (0)  s.t. 0 € argming, Loparp (0”) 2)

where we denote Lgharp (0”) 2 Lham (0") —mingeg, (g Lham (¢) and B, (0") := {0 : [[0" —0'||2 <
p}, with the radius p > 0. Evidently, by definition, Learp(6) represents the sharpness of the harmful
loss Lham around 6’. Therefore, the constraint § € argming, L (/) ensures that 0 lies in a flat
region of the harmful loss landscape. We can interpret the optimization problem in (2] as follows:
among the models 0 that lie in the flat region of the harmful loss Lyumm, we aim to find the one that
minimizes the alignment loss Lig,. Moreover, driving the models 6 into the flat regions of the
harmful loss maximally reduces the influence of harmful prompts in the supervised fine-tuning phase
(i.e., phase 2), while minimizing the alignment loss ensures strong alignment performance. The
motivation for using minimization of Ly, in our sharpness formulation is its direct analogy to the
subsequent harmful fine-tuning, where harmful gradients minimize the loss of harmful samples in the
user’s dataset. While minimizing Ly, in isolation would encourage harmful outputs, our objective
also includes the alignment loss Lyjign. Minimizing this alignment loss forces the model to maintain a
high harmful loss Lyam, ensuring it produces refusal responses to harmful prompts.

In the following section, we develop the theoretical foundations that rigorously justify the necessity of
placing the model in the harmful-loss flat region to mitigate the negative impact of harmful prompts
during the second phase (see Proposition {.2).

We now present the solution to the optimization problem in (2)). Let the current solution be 6;. We
aim to find a descent direction J; in the update 6,1 = 6, — £ §;, where £ is a step size, such that
Latign (0¢41) and Lparp (0¢41) decrease. To this end, we find d; by solving:

1
b, € 5 argming || Vo Laign(0:) — 3la st VoLgap(6:) 6 > a; >0 3)

where a, is a scalar value. This optimization problem ensures that the update direction d; is as close
as possible to the alignment gradient while still making progress in minimizing the sharpness loss.

To find the solution to the optimization problem in Equation (3), we present the following theorem:
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Theorem 4.1. The optimal solution to the optimization problem in Equation (3)) is 6 = Vg Lajign(04)+

- at7Ve£5hum(9t)TVé)[:align(et)
)\tvaﬁsharp(at)’ where /\t = max {07 1V 6 Lonarp (0¢)12 ’

We provide the proof in Appendix Intuitively, if the alignment gradient L,j;g, already makes
sufficient progress in reducing sharpness, we have A\; = 0 and recover a pure alignment step.
Otherwise, A; > 0 adds just enough of the sharpness gradient to ensure the required decrease in Lnarp,
thereby jointly optimizing alignment and flat harmful loss. In the constraint Vg Lﬁsharp(ﬁt)T& >a; >
0, the scalar a; specifies the minimum required decrease of the sharpness loss at step t. Using a first-
order approximation, Learp (014+1) — Leharp (0:) =~ =& Vgﬁsharp(ﬂt)Tét < —&ay < 0 for a sufficiently
small step size £, any choice of a; > 0 guarantees that L,y Strictly decreases at each iteration, i.e.,
each update moves the model further into a flat harmful loss region. In practice, we can choose a; =
€IV Lsharp(01)]|3 for dynamic scaling. To find mingeg, (9) Lharm (¢), we start from ¢° = 6, and

then use K = 1 normalized gradient descent steps ¢**1 = ¢* — pV 4 Loarm (0%) /1| V 5 Liarm (0F) | 2-

We note that when the step-adaptive regularizer intensity ); is set to a constant, our update rule
in Theorem @] reduces to the Booster formulation (Huang et al., |2025b). However, Booster is
motivated by a different objective: it simulates harmful fine-tuning via adversarial perturbations in the
alignment stage to minimize harmful loss reduction in the fine-tuning stage. In contrast, our defense is
motivated by explicitly seeking a flat loss region with respect to harmful samples, making the harmful
fine-tuning attack less effective due to small harmful gradients (See Appendix [F.6). Furthermore, our
theoretical motivation leads to a final update rule that utilizes a step-adaptive regularizer A, rather
than the constant-intensity regularization used in Booster.

4.2 SAFETY FINE-TUNING WITH WEIGHTED LOSS

In the fine-tuning stage, our objective is to prevent the model from learning from harmful samples
present in the user-submitted dataset. Let’s consider a mini-batch of data B = {(x;, y;)}2 ,, where,
for simplicity, we assume all completion y; have similar length L. This batch consists of both benign
and harmful samples. The standard SFT update does not distinguish between these two types of
samples and simply combines the gradients from the entire batch. This process, which learns from
both benign and harmful samples, is illustrated as follows:

Ori1 <0y — 1 —+ > Vg (miy)+ > Vi (may)| - “

(@4,y4) is benign (24,y4) is harmful

Due to our flatness regularization proposed in the alignment stage, the model is optimized to be in a
flat loss region with respect to harmful samples, resulting in their gradients being negligible at the
beginning of the fine-tuning stage. Consequently, the standard update rule effectively simplifies to:

1
O11 <0 — 1 BL Z V by, (i) | - &)

(@4,y4) is benign

To understand this effective update rule, we analyze the learning dynamics of a mini-batch update.
The following proposition extends the single-sample analysis of Equation (5) in (Ren & Sutherland,
2025) by decomposing the loss change on a test sample after one weighted mini-batch update:

Proposition 4.2. Let By, C B be the set of benign samples in the training batch. The loss change on
a test sample (x,,Y,) after an update step in Equation (5) can be decomposed as:

M L
Alyowo) = =7 > 2 YA KXo Xl [6 ()1 + O(MRY), (6)

m=1(2;,y:)€Bp I=1 1y pr VxVXMXL VXL

where the completion of the test sample has length M. Here, [A'(Xo)]lm = V=, .. [lo,(Xo)]m:
(KXo, Xi)lmi = (Vozom(Xo)lo,) (Vozii(xi)le,) " is the empirical neural tangent kernel (eNTK)
corresponding to the m-th logit of y, and l-th logit of y;, and [G'(x:))i = [V, ,[le, (xi)1) T are the
gradients of the loss on the l-th token of y; with respect to the logits.
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Figure 2: The effect of our proposed fine-tuning method. Left and middle plots show the score (rg)
distribution before and after fine-tuning, while the right plot compares the fine-tuning loss of our
method (Antibody) against SFT on benign and harmful samples in the fine-tuning dataset.

We provide the proof for this proposition in Appendix[D.2] This proposition decomposes the change
in loss on a test sample (x,, Y, ) into a sum of token-wise influences, each quantifying the interaction
between a token from a benign sample and a token from the test sample. This influence is governed
by the following components. The eNTK term K*(x,, Xi), which is the product of the logit gradients
with respect to the parameters, measures the similarity between samples. The gradient term G*(x;)
provides the energy and direction for model adaptation to the hard labels of the training sample. The
other term A*(%,) is of little interest in our analysis as it depends only on the test sample.

This proposition provides insight into how the model’s loss on a test sample (x,, y,) changes after
each mini-batch update. For a test sample (,, y, ) that belongs to the same task as the benign sample
(i, y:) (||| F is large), the mini-batch update will decrease the loss on this test sample. In contrast,
for harmful test samples that are inherently dissimilar to the benign sample in the batch (small
||t ), this update will not change the loss on (z,, Y, ), thus preserving the model’s alignment.

However, even small harmful gradients can accumulate over multiple updates, potentially leading
to degradation in the model’s safety. To further mitigate the influence of harmful samples during
fine-tuning, we propose a weighted loss function that assigns different weights to each sample in the
training batch. Our goal is to have the weights wg, (;, y;) be small for harmful samples and large for
benign ones. To compute these weights, we leverage the safety alignment knowledge already instilled
in the model after the alignment stage. Specifically, for each input x;, we calculate a score rg, by
comparing the model’s likelihood of generating the target completion y; versus a generic refusal, y,
(e.g., “I cannot fulfill your request”). This score is then normalized across the batch
using a softmax function to produce the weight:

A Wgt(yimi)> a  exp(ro, (@i, yi)/T)
iy Ji =1 2T B t iy Yi) = 9 7
(o) 2105 (JES) - e & e

where 7 is the softmax temperature. The intuition behind this weighting scheme is as follows. A
safety-aligned model, when presented with a harmful prompt «;, should assign a higher probability
to the refusal completion y,- than to the harmful completion y;. This results in a low score ry, and
consequently a small weight. Conversely, as the model adapts to benign data during training, it
should find the benign target completion y; far more likely than a refusal, leading to a high score
and a large weight for benign samples. We empirically validate this mechanism in Figure 2] The
left plot shows that before fine-tuning, scores (rg) for harmful samples are generally lower than for
benign ones, a direct result of the alignment process. After fine-tuning (middle plot), the two score
distributions diverge further: the benign distribution shifts to the right, indicating successful learning,
while the harmful distribution remains low, creating a distinct separation. Consequently, the right plot
demonstrates that our method’s loss on benign samples decreases, confirming task adaptation, while
its loss on harmful samples remains high, effectively ignoring them. This stands in stark contrast to
standard SFT, which overfits by indiscriminately reducing its loss on both benign and harmful data.

The proposed weighting scheme allows us to amplify the contribution of benign samples while
suppressing that of harmful ones, which allows our mini-batch weighted update to be dominated by
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benign samples and effectively reduces to the following:

1
Ori1 0 —n 7 > we, (i yi)V o, (i i) | - ®)
(@4,y4) is benign
In the ideal case, the weights for harmful samples are zero and the weights for benign samples are
uniform, wy, (x;,y;) = Il’lel V(x;,y;) € By. This reduces the update in Equation @ to the standard
SFT update rule applied only to benign samples, where the gradient is normalized by the total number
of tokens in the benign set, | By|L.

We now extend Proposition[4.2]to the weighted mini-batch setting of Equation (8).

Proposition 4.3. Given a similar setup as in Proposition the loss change on a test sample
(x0,Yo) after an update step in Equation (8)) can be decomposed as:

M L
n
Af(yo, wo) = _Z Z Z Zwet (:Ewyz) [At(Xo)]m [Ict(Xm Xi)]m,l [gt(Xz)}l + O(MT/Q)?
— — —— N ———
m=1(zi,y:)€By I=1 IXVXM  VXVXMxL VXL

)
where the weight wg, (x;,y;) is defined in Equation (7).

We provide the proof for this proposition in Appendix [D.2] This mechanism protects the model’s
safety alignment while simultaneously improving learning on benign data. The model’s loss on a
harmful test sample (x,, Y, ) will remain unchanged as the batch gradient is predominantly contributed
by benign samples. Conversely, for a benign test sample (x,, ¥, ) in the same domain as the benign
sample (x;,y;), the large weight wy, (x;,y;) will amplify the influence of the benign gradient,
thereby boosting model learning on the user’s task.

Finally, to further prevent degradation in model safety, we propose an additional objective in the
alignment stage to ensure the weights remain effective for harmful samples. In the fine-tuning
stage, exposure to harmful samples can still cause the model to drift towards unsafe behavior,
which increases the weights assigned to harmful samples. To this end, we first simulate model
parameter drift in the fine-tuning stage using the harmful samples in the alignment stage via a harmful
perturbed model Gper 2 0 — pVeLram(0)/]|VoLham(0)||2. Then, we construct a refusal dataset
Drefusal = {(x,Yr) | © € Dham, Yr ~ Vr}, Where ), is a set of generic refusal responses. We then
add the following objective to the alignment stage:

ACrefusal(gpert) £ Z fepm (337 yr) = - Z log T Opert (yr’|w)7 (10)
(@,Yr) € Drefusal (x,Yr) € Drefusal
where we do not back-propagate the gradient through 0. By optimizing this objective, we want to
simulate a situation in the fine-tuning stage where the model being updated using harmful samples can
still maximize log 7q,., (¥ | ), hence having a low corresponding weight, as the weight is inversely
proportional to the likelihood of generating a refusal response.

4.3 SUMMARY

In summary, our proposed defense method is composed of two main stages. The first one is in the
alignment stage, where the optimization objective is the following loss function:

£align(9t) + )\t Esharp(et) + /\refusal Erefusal(epert,t)a (1 1)
where )\, as detailed in Theorem and Aefysar 1S @ hyper-parameter that controls the strength of the
refusal loss term. Then, in the subsequent fine-tuning stage, the model is adapted to user-submitted
data using the proposed weighted update algorithm:

1 [E
Or 00— 1 7 zwet (i, yi) V Lo, (i, i) | - (12)

By combining these two solutions, the proposed defense method ensures that harmful data has a
minimal effect on the model update: the flatness regularization from the alignment stage defense
results in a small gradient magnitude for harmful samples, and the weighting scheme from the
fine-tuning stage defense gives them a smaller contribution to the batch gradient.
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5 EXPERIMENTS

5.1 EXPERIMENT SETUP

Datasets. We follow previous works (Huang et al.l |2025b} Q1 et al., 2025b) to set up the data in
alignment, fine-tuning, and evaluation steps. For harmful data, we use the dataset from (Huang et al.
2025b;|Q1 et al., 2025b)), which was curated and enriched from the BeaverTails dataset (Ji et al.} [2023)).
To simulate a fine-tuning attack, we use the following four datasets: SST2 (Socher et al., 2013)),
AGNEWS (Zhang et al.,[2015)), GSM8K (Cobbe et al.,[2021), and AlpacaEval (Li et al.| 2023).

Models & Baseline Methods. We conduct experiments on Llama-2-7B (Touvron et al., [2023]),
Qwen-2-7B (Yang et al.| [2024) and Gemma-2-9B (Team et al.| 2024). We compare our method
against various baseline methods that span across different defense stages. For the alignment stage
solution, we compare with Supervised Fine-Tuning (SFT), which uses Supervised Fine-tuning for
both alignment and fine-tuning stages, Vaccine (Huang et al [2024c|), and Booster (Huang et al.,
2025b). For the fine-tuning stage solution, we compare with Lisa (Huang et al., [2024a)).

Metrics & Evaluation. We evaluate the fine-tuned models on two key aspects: safety and task-
specific performance. To evaluate the safety of the model, we use Harmful Score (HS), which
measures the percentage of responses flagged as harmful by a moderation model (Ji et al.| 2023). For
task-specific performance, we use Fine-tuning Accuracy (FA). Harmful Score is calculated using the
699 malicious prompts from the BeaverTails-Evaluation benchmark (Ji et al.,2023)). We evaluate the
fine-tuning accuracy of SST2 with 872 samples, AGNEWS with 1000 samples, GSM8K with 1000
samples, and AlpacaEval with 105 samples.

Training Details. Following prior works (Huang et al., 2024azc; 2025b)), we use LoRA (Hu et al.}
2022) for alignment and fine-tuning. In the alignment phase, we train the model for 20 epochs using
the AdamW optimizer (Loshchilov & Hutter} 2019) with a learning rate of 5 x 10~* and weight decay
of 0.1. In the fine-tuning attack phase, we fine-tune the model for 20 epochs on SST2, AGNEWS,
and GSMSK, and for 100 epochs on AlpacaEval. We use the AdamW optimizer with a learning rate
of 1 x 1075, weight decay of 0.1, and a warmup ratio of 0.1. A batch size of 16 is used for both
the alignment and fine-tuning attack phases, except for experiments with the Gemma2-9B model,
which uses a batch size of 10 due to GPU memory constraints. For the default experiment setting, we
fine-tune Llama-2-7B on n = 1000 samples of the GSM8K dataset with a harmful ratio p = 0.2 and
report averages over three random seeds. For AlpacaEval, we use 700 samples and run a single seed
to reduce API costs. More details for experiment setup can be found in[Appendix E]

5.2 MAIN EXPERIMENTS

Generalization to different fine-tuning datasets. In[Table | we present the performance of different
methods on four datasets: SST2, AGNEWS, GSM8K, and AlpacaEval. Our method achieves the
best fine-tuning accuracy on SST2 (93.55%) and AGNEWS (87.30%) and competitive performance
on GSM8K (15.07%) and AlpacaEval (58.10%). Furthermore, our method successfully defends
the model, as demonstrated by the lowest average harmful score of 7.04%. This represents an
improvement of over 8 percentage points compared to the runner-up method, Lisa. These experiments
show that, compared to other baselines, Antibody is the only method that successfully defends against
harmful fine-tuning while effectively adapting to various user-defined tasks.

Table 1: Performance of models trained on different fine-tuning datasets. The best and the second

best are highlighted in and gray, respectively.

Methods \ SST2 AGNEWS GSM8K AlpacaEval Average

(Llama-2-7B) | HS| FA1 | HS| FAt |HS| FAT | HS| FA{ | HS| FA{
SFT 3629 (9270 | 3457 8540 |23.94 1090 | 3948 (6143 | 3357 6261
Vaccine 4416 9171 | 3973 8243 | 23.60 1170 | 5594 54.33 | 40.86  60.04
Lisa 2294 9251 | 2093 8450 | 586 923 | 1144 57.62 | [1529 60.97
Booster 1431 9259 | 1588 (8670 | 9.06 1627 | 3691 6524 | 19.04  65.20
Antibody 148 9355 | 124 8730 | 124 1507 | 2418 58.10 | 7.04 6351

Generalization across diverse model architectures. As shown in the table[Table 2| our method
consistently achieves the lowest harmfulness score across all models. It also demonstrates superior
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Table 2: Performance under different model architectures in the default setting. The best and the

second best are highlighted in and gray, respectively.

Methods | Llama-2-7B Qwen-2-7B Gemma-2-9B Average

(GSM8K) | HS|  FAT | HS, FAT | Hs| FAT | HS)  FA?
SFT 2394 1090 | 1454 6466 | 3205 5673 | 2351  44.10
Vaccine 2360 1170 | 1817 6220 | 3824 5437 | 2667 4276
Lisa 5.86 9.23 3.91 63.90 13.02 5497 | (760 4270
Booster 9.06 1627 | [219 6863 | 2213 5897 | 1113 47.96
Antibody | 1.24 1507 | 062 6730 0.91 57.43 092 46.60

stability, with significantly less variation in harmfulness (1.24% for Llama-2-7B, 0.62% for Qwen-2-
7B, and 0.91% for Gemma-2-9B). While ensuring this high level of safety, our method maintains a
competitive fine-tuning accuracy of 46.60% on average, lagging behind Booster by 1.36 percentage
points but leading over SFT by 2.5 percentage points. These findings confirm that our method
generalizes effectively across diverse model architectures.

Table 3: Performance under different harmful ratios in the default setting. clean means no harmful

samples or p = 0. The best and the second best are highlighted in and gray, respectively.
Methods \ Harmful Score | Fine-tuning Accuracy 1
(n =1000) | clean p=10.05 p=0.1 p=0.15 p=0.2 p=0.25 Average| clean p=0.05 p=0.1 p=0.15 p=0.2 p=0.25 Average
SFT 2.05 10.68 15.59 19.06 2394 2785 16.53 | 12.23  11.83 11.43 10.90 10.90 10.53 11.30
Vaccine 1.29 7.15 13.07 19.55  23.60 2933 15.67 | 1227 12.23 11.77 11.77 11.77 11.77 11.93
Lisa 0.95 3.05 3.82 4.62 5.86 8.16 441 9.97 9.57 9.60 8.90 9.23 9.20 9.41

Booster 1.38 1.76 291 5.10 9.06 13.49 562 | 1653 1597 1650 1630 1643  15.70 16.24
Antibody 0.95 1.14 0.95 1.14 1.24 1.29 112 | 1583 14.57 1540 1540 15.07 1437 15.12

Robustness across harmful ratios. In we present the defense and fine-tuning performance
of different methods under varying harmful ratios ranging from 0.05 to 0.25. Compared to other
baselines, our method consistently achieves the lowest harmful score across all ratios. Compared
to Lisa, the second-best performer, our method’s harmful score is 3.29 percentage points lower,
while improving fine-tuning accuracy by 5.71 percentage points. Furthermore, our method maintains
competitive fine-tuning accuracy, closely following the top performer, Booster, while substantially
outperforming other baselines. These results underscore our approach’s efficacy in defending against
fine-tuning attacks with a significant gain in model utility over SFT across different harmful ratios.

5.3 ABLATION STUDIES

Robustness to different fine-tuning hyper-
parameters. Figure 3] compares Antibody and

=0~ Booster

e IR
Booster’s robustness under varying fine-tuning j: = "”“"j“;_-n——““"_—‘ o [l —
epochs and learning rates. As fine-tuningepochs 8 | ¢ 8"

increase from 10 to 100, Booster’s harmful score 5 / 37

increases significantly, while Antibody main- E*| / £

tains a harmful score below 10%. Similarly, as T *|/ T

the learning rate increases, Booster’s harmful ofr——— ] 0

score rises rapidly, whereas Antibody’s only be- ¥ Mine-tuning Epochs  Fine-tuning Learning Rates.

gins to increase significantly when the learning

rate reaches 1 x 10~%. Antibody’s ability to suc- Figure 3: Harmful score with different fine-tuning
cessfully defend across a wide range of epoch epochs (Left) and learning rates (Right).

and learning rate values demonstrates that it is

an effective and reliable defense method for various fine-tuning conditions.

Effectiveness of the proposed components. As shown in Table 4] our ablation study demonstrates
the progressive benefit of each component. All the components show beneficial effects as they
progressively reduce the harmful score. Regarding the fine-tuning accuracy, even though the weighted
update algorithm proposed in the fine-tuning stage reduces the performance gain from the sharpness
alignment in the alignment stage, it still brings a significant improvement compared to the SFT
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Table 4: Ablation on our proposed components. Each row is a cumulative addition to the previous
one. We color-code the performance change from the SFT baseline.

Method GSMSK HS | GSMSK FA 1
SFT 23.94 10.90

+ Align with Ay Lenarp (61) 13.02 (-10.92)  16.00 (+5.20)
+ Fine-tune with wy, 4.44 (—19.50) 13.83 (+2.93)

+ Align with Liefysa (6;) (Antibody) 1.24 (—22.700  15.07 (+4.17)

baseline. Finally, the refusal loss term completes our method, delivering a sharp reduction in harmful
score to 1.24% while boosting the final accuracy to 15.07% compared to SFT.

6 CONCLUSION

In this paper, we introduce Antibody, a defense algorithm designed to counteract harmful fine-tuning
attacks by attenuating the gradients of harmful samples encountered during fine-tuning. Specifically,
Antibody first establishes a robust safety alignment by optimizing for a flat loss region with respect to
harmful samples, and then employs a dynamic weighting scheme during fine-tuning to favor learning
on benign data and suppress the influence of malicious inputs. Our extensive evaluations demonstrate
that Antibody effectively mitigates attacks across settings while boosting fine-tuning performance,
making it a practical and powerful solution for FTaaS providers.

ACKNOWLEDGMENTS

Trung Le and Mehrtash Harandi were supported by the ARC Discovery Project grant DP250100262
and the Air Force Office of Scientific Research under award number FA9550-23-S-0001.

REFERENCES

Sandhini Agarwal, Lama Ahmad, Jason Ai, Sam Altman, Andy Applebaum, Edwin Arbus, Rahul K
Arora, Yu Bai, Bowen Baker, Haiming Bao, et al. gpt-0ss-120b & gpt-0ss-20b model card. arXiv
preprint arXiv:2508.10925, 2025.

Anonymous. Eliciting harmful capabilities by fine-tuning on safeguarded outputs. In Submitted
to The Fourteenth International Conference on Learning Representations, 2025a. URL |https:
//openreview.net/forum?id=viBAbg9ihM. under review.

Anonymous. Gradshield: Alignment preserving finetuning. In Submitted to The Fourteenth Interna-
tional Conference on Learning Representations, 2025b. URL https://openreview.net/
forum?id=YYUNm7IibC. under review.

Federico Bianchi, Mirac Suzgun, Giuseppe Attanasio, Paul Rottger, Dan Jurafsky, Tatsunori
Hashimoto, and James Zou. Safety-tuned LLaMAs: Lessons from improving the safety of large
language models that follow instructions. In The Twelfth International Conference on Learning
Representations, 2024. URL https://openreview.net/forum?id=gT5hALch9z.

Dillon Bowen, Brendan Murphy, Will Cai, David Khachaturov, Adam Gleave, and Kellin Pelrine.
Scaling trends for data poisoning in llms. In Proceedings of the AAAI Conference on Artificial
Intelligence, volume 39, pp. 2720627214, 2025.

Stephen Casper, Lennart Schulze, Oam Patel, and Dylan Hadfield-Menell. Defending against
unforeseen failure modes with latent adversarial training. Transactions on Machine Learning
Research, 2025. ISSN 2835-8856.

Liang CHEN, Xueting Han, Li Shen, Jing Bai, and Kam-Fai Wong. Vulnerability-aware alignment:

Mitigating uneven forgetting in harmful fine-tuning. In Forty-second International Conference on
Machine Learning, 2025. URL https://openreview.net/forum?id=EMHED4WTHT.

10


https://openreview.net/forum?id=viBAbg9ihM
https://openreview.net/forum?id=viBAbg9ihM
https://openreview.net/forum?id=YYUNm7IibC
https://openreview.net/forum?id=YYUNm7IibC
https://openreview.net/forum?id=gT5hALch9z
https://openreview.net/forum?id=EMHED4WTHT

Published as a conference paper at ICLR 2026

Pin-Yu Chen, Han Shen, Payel Das, and Tianyi Chen. Fundamental safety-capability trade-offs in
fine-tuning large language models. arXiv preprint arXiv:2503.20807, 2025.

Karl Cobbe, Vineet Kosaraju, Mohammad Bavarian, Mark Chen, Heewoo Jun, Lukasz Kaiser,
Matthias Plappert, Jerry Tworek, Jacob Hilton, Reiichiro Nakano, et al. Training verifiers to solve
math word problems. arXiv preprint arXiv:2110.14168, 2021.

Yanrui Du, Sendong Zhao, Jiawei Cao, Ming Ma, Danyang Zhao, Shuren Qi, Fenglei Fan, Ting Liu,
and Bing Qin. Toward secure tuning: Mitigating security risks from instruction fine-tuning. arXiv
preprint arXiv:2410.04524, 2024.

Hoang Anh Dung, Cuong Pham, Trung Le, Jianfei Cai, and Thanh-Toan Do. Sharpness-aware data
generation for zero-shot quantization. In Forty-first International Conference on Machine Learning,
2024. URL https://openreview.net/forum?id=8mKXMnhnFW.

Sarah Egler, John Schulman, and Nicholas Carlini. Detecting adversarial fine-tuning with auditing
agents. arXiv preprint arXiv:2510.16255, 2025.

Francisco Eiras, Aleksandar Petrov, Philip Torr, M. Pawan Kumar, and Adel Bibi. Do as i do (safely):
Mitigating task-specific fine-tuning risks in large language models. In The Thirteenth International
Conference on Learning Representations, 2025. URL https://openreview.net/forum?
1d=1XE51B6ppV.

Pierre Foret, Ariel Kleiner, Hossein Mobahi, and Behnam Neyshabur. Sharpness-aware minimization
for efficiently improving generalization. In International Conference on Learning Representations,
2021. URL https://openreview.net/forum?id=6TmlmposlrM.

Zihan Guan, Mengxuan Hu, Ronghang Zhu, Sheng Li, and Anil Vullikanti. Benign samples matter!
fine-tuning on outlier benign samples severely breaks safety. In Forty-second International
Conference on Machine Learning, 2025. URL https://openreview.net/forum?id=
GF sMJKt 9Kp.

Seokil Ham, Yubin Choi, Seungju Cho, Yujin Yang, Younghun Kim, and Changick Kim. Refusal-
feature-guided teacher for safe finetuning via data filtering and alignment distillation. arXiv
preprint arXiv:2506.07356, 2025.

Lei Hsiung, Tianyu Pang, Yung-Chen Tang, Linyue Song, Tsung-Yi Ho, Pin-Yu Chen, and Yaoqing
Yang. Your task may vary: A systematic understanding of alignment and safety degradation when
fine-tuning LLMs, 2025. URL https://openreview.net/forum?id=vQ0zFYJaMol

Chia-Yi Hsu, Yu-Lin Tsai, Chih-Hsun Lin, Pin-Yu Chen, Chia-Mu Yu, and Chun-Ying Huang. Safe
lora: The silver lining of reducing safety risks when finetuning large language models. Advances
in Neural Information Processing Systems, 37:65072—65094, 2024.

Edward J Hu, yelong shen, Phillip Wallis, Zeyuan Allen-Zhu, Yuanzhi Li, Shean Wang, Lu Wang,
and Weizhu Chen. LoRA: Low-rank adaptation of large language models. In International
Conference on Learning Representations, 2022. URL https://openreview.net/forum?
id=nZeVKeeFYfOl

Zixuan Hu, Li Shen, Zhenyi Wang, Yongxian Wei, and Dacheng Tao. Adaptive defense against
harmful fine-tuning for large language models via bayesian data scheduler. In The Thirty-
ninth Annual Conference on Neural Information Processing Systems, 2025. URL https:
//openreview.net/forum?id=sm2elSnMK4.

Tiansheng Huang, Sihao Hu, Fatih Ilhan, Selim Tekin, and Ling Liu. Lisa: Lazy safety alignment
for large language models against harmful fine-tuning attack. Advances in Neural Information
Processing Systems, 37:104521-104555, 2024a.

Tiansheng Huang, Sihao Hu, Fatih Ilhan, Selim Furkan Tekin, and Ling Liu. Harmful fine-tuning

attacks and defenses for large language models: A survey. arXiv preprint arXiv:2409.18169,
2024b.

11


https://openreview.net/forum?id=8mKXMnhnFW
https://openreview.net/forum?id=lXE5lB6ppV
https://openreview.net/forum?id=lXE5lB6ppV
https://openreview.net/forum?id=6Tm1mposlrM
https://openreview.net/forum?id=GFsMJKt9Kp
https://openreview.net/forum?id=GFsMJKt9Kp
https://openreview.net/forum?id=vQ0zFYJaMo
https://openreview.net/forum?id=nZeVKeeFYf9
https://openreview.net/forum?id=nZeVKeeFYf9
https://openreview.net/forum?id=sm2e1SnMK4
https://openreview.net/forum?id=sm2e1SnMK4

Published as a conference paper at ICLR 2026

Tiansheng Huang, Sihao Hu, and Ling Liu. Vaccine: Perturbation-aware alignment for large language
models against harmful fine-tuning attack. Advances in Neural Information Processing Systems,
37:74058-74088, 2024c.

Tiansheng Huang, Gautam Bhattacharya, Pratik Joshi, Joshua Kimball, and Ling Liu. Antidote: Post-
fine-tuning safety alignment for large language models against harmful fine-tuning attack. In Forty-
second International Conference on Machine Learning, 2025a. URL https://openreview!
net/forum?id=Arepl4R8o6m.

Tiansheng Huang, Sihao Hu, Fatih Ilhan, Selim Furkan Tekin, and Ling Liu. Booster: Tackling
harmful fine-tuning for large language models via attenuating harmful perturbation. In The
Thirteenth International Conference on Learning Representations, 2025b. URL |https://
openreview.net/forum?id=tTPHgbOEtV.

Tiansheng Huang, Sihao Hu, Fatih Ilhan, Selim Furkan Tekin, and Ling Liu. Virus: Harmful
fine-tuning attack for large language models bypassing guardrail moderation. arXiv preprint
arXiv:2501.17433, 2025c.

Jiaming Ji, Mickel Liu, Josef Dai, Xuehai Pan, Chi Zhang, Ce Bian, Boyuan Chen, Ruiyang Sun,
Yizhou Wang, and Yaodong Yang. Beavertails: Towards improved safety alignment of 1lm via a
human-preference dataset. Advances in Neural Information Processing Systems, 36:24678-24704,
2023.

Joshua Kazdan, Lisa Yu, Rylan Schaeffer, Chris Cundy, Sanmi Koyejo, and Krishnamurthy Dj
Dvijotham. No, of course i can! refusal mechanisms can be exploited using harmless data. In
ICLR 2025 Workshop on Building Trust in Language Models and Applications, 2025. URL
https://openreview.net/forum?id=PKEMgfGuCD.

Jaehan Kim, Minkyoo Song, Seungwon Shin, and Sooel Son. Defending moe llms against harmful
fine-tuning via safety routing alignment. arXiv preprint arXiv:2509.22745, 2025.

Boheng Li, Renjie Gu, Junjie Wang, Leyi Qi, Yiming Li, Run Wang, Zhan Qin, and Tianwei Zhang.
Towards resilient safety-driven unlearning for diffusion models against downstream fine-tuning.
In The Thirty-ninth Annual Conference on Neural Information Processing Systems, 2025a. URL
https://openreview.net/forum?id=iEtCCt6F jP.

Jiawei Li. Detecting instruction fine-tuning attack on language models with influence function. arXiv
preprint arXiv:2504.09026, 2025.

Mingjie Li, Wai Man Si, Michael Backes, Yang Zhang, and Yisen Wang. SaloRA: Safety-alignment
preserved low-rank adaptation. In The Thirteenth International Conference on Learning Represen-
tations, 2025b. URL https://openreview.net/forum?id=G0OoVzE9nS.

Shen Li, Liuyi Yao, Lan Zhang, and Yaliang Li. Safety layers in aligned large language models: The
key to LLM security. In The Thirteenth International Conference on Learning Representations,
2025c. URL https://openreview.net/forum?id=kUH1yPMAnN7.

Xuechen Li, Tianyi Zhang, Yann Dubois, Rohan Taori, Ishaan Gulrajani, Carlos Guestrin, Percy
Liang, and Tatsunori B. Hashimoto. Alpacaeval: An automatic evaluator of instruction-following
models. https://github.com/tatsu-lab/alpaca_evall, 2023.

Guozhi Liu, Weiwei Lin, Tiansheng Huang, Ruichao Mo, Qi Mu, and Li Shen. Targeted vaccine:
Safety alignment for large language models against harmful fine-tuning via layer-wise perturbation.
arXiv preprint arXiv:2410.09760, 2024a.

Xiaoqun Liu, Jiacheng Liang, Muchao Ye, and Zhaohan Xi. Robustifying safety-aligned large
language models through clean data curation. arXiv preprint arXiv:2405.19358, 2024b.

Ilya Loshchilov and Frank Hutter. Decoupled weight decay regularization. In International Confer-

ence on Learning Representations, 2019. URL |https://openreview.net/forum?id=
BkgoRiCqgY7.

12


https://openreview.net/forum?id=Arepl4R86m
https://openreview.net/forum?id=Arepl4R86m
https://openreview.net/forum?id=tTPHgb0EtV
https://openreview.net/forum?id=tTPHgb0EtV
https://openreview.net/forum?id=PKEMgfGuCD
https://openreview.net/forum?id=iEtCCt6FjP
https://openreview.net/forum?id=GOoVzE9nSj
https://openreview.net/forum?id=kUH1yPMAn7
https://github.com/tatsu-lab/alpaca_eval
https://openreview.net/forum?id=Bkg6RiCqY7
https://openreview.net/forum?id=Bkg6RiCqY7

Published as a conference paper at ICLR 2026

Ning Lu, Shengcai Liu, Jiahao Wu, Weiyu Chen, Zhirui Zhang, Yew-Soon Ong, Qi Wang,
and Ke Tang. Safe delta: Consistently preserving safety when fine-tuning LLMs on di-
verse datasets. In Forty-second International Conference on Machine Learning, 2025. URL
https://openreview.net/forum?id=QsCDgFKErb.

Haocheng Luo, Tuan Truong, Tung Pham, Mehrtash Harandi, Dinh Phung, and Trung Le. Explicit
eigenvalue regularization improves sharpness-aware minimization. In The Thirty-eighth Annual
Conference on Neural Information Processing Systems, 2024. URL |https://openreview.
net/forum?id=JFUhBY34SC.

Haocheng Luo, Mehrtash Harandi, Dinh Phung, and Trung Le. Unveiling m-sharpness through the
structure of stochastic gradient noise. In The Thirty-ninth Annual Conference on Neural Information
Processing Systems, 2025. URL https://openreview.net/forum?id=rMpt AKOXm8!

Kaifeng Lyu, Haoyu Zhao, Xinran Gu, Dingli Yu, Anirudh Goyal, and Sanjeev Arora. Keeping llms
aligned after fine-tuning: The crucial role of prompt templates. Advances in Neural Information
Processing Systems, 37:118603-118631, 2024.

Jishnu Mukhoti, Yarin Gal, Philip Torr, and Puneet K. Dokania. Fine-tuning can cripple your founda-
tion model; preserving features may be the solution. Transactions on Machine Learning Research,
2024. ISSN 2835-8856. URL https://openreview.net/forum?id=kfhoeZCeW7.
Featured Certification.

Van-Anh Nguyen, Trung Le, Anh Tuan Bui, Thanh-Toan Do, and Dinh Phung. Optimal transport
model distributional robustness. In Thirty-seventh Conference on Neural Information Processing
Systems, 2023a. URL | https://openreview.net/forum?id=D7LdL2SCC1il

Van-Anh Nguyen, Long Tung Vuong, Hoang Phan, Thanh-Toan Do, Dinh Phung, and Trung Le. Flat
seeking bayesian neural networks. In Thirty-seventh Conference on Neural Information Processing
Systems, 2023b. URL |https://openreview.net/forum?id=eX6xDto3Ed.

Kyle O’Brien, Stephen Casper, Quentin Anthony, Tomek Korbak, Robert Kirk, Xander Davies, Ishan
Mishra, Geoffrey Irving, Yarin Gal, and Stella Biderman. Deep ignorance: Filtering pretraining
data builds tamper-resistant safeguards into open-weight llms. arXiv preprint arXiv:2508.06601,
2025.

ShengYun Peng, Pin-Yu Chen, Matthew Daniel Hull, and Duen Horng Chau. Navigating the safety
landscape: Measuring risks in finetuning large language models. In The Thirty-eighth Annual
Conference on Neural Information Processing Systems, 2024. URL |https://openreview.
net/forum?id=GZnsgBwHAG.

ShengYun Peng, Pin-Yu Chen, Jianfeng Chi, Seongmin Lee, and Duen Horng Chau. Shape it
up! restoring LLLM safety during finetuning. In The Thirty-ninth Annual Conference on Neural
Information Processing Systems, 2025. URL https://openreview.net/forum?id=
PATVwOaAnNng.

Gabriel Jacob Perin, Runjin Chen, Xuxi Chen, Nina S. T. Hirata, Zhangyang Wang, and Junyuan Hong.
Lox: Low-rank extrapolation robustifies LLM safety against fine-tuning. In Second Conference on
Language Modeling, 2025. URL https://openreview.net/forum?id=ASS5YD4hL4.

Xiangyu Qi, Yi Zeng, Tinghao Xie, Pin-Yu Chen, Ruoxi Jia, Prateek Mittal, and Peter Henderson.
Fine-tuning aligned language models compromises safety, even when users do not intend to!
In The Twelfth International Conference on Learning Representations, 2024. URL https
//openreview.net/forum?id=hTEGyKf0dZzl

Xiangyu Qi, Ashwinee Panda, Kaifeng Lyu, Xiao Ma, Subhrajit Roy, Ahmad Beirami, Prateek
Mittal, and Peter Henderson. Safety alignment should be made more than just a few tokens
deep. In The Thirteenth International Conference on Learning Representations, 2025a. URL
https://openreview.net/forum?id=6Mxhg9PtDE.

Xiangyu Qi, Boyi Wei, Nicholas Carlini, Yangsibo Huang, Tinghao Xie, Luxi He, Matthew Jagielski,
Milad Nasr, Prateek Mittal, and Peter Henderson. On evaluating the durability of safeguards for
open-weight LLMs. In The Thirteenth International Conference on Learning Representations,
2025b. URL|https://openreview.net/forum?id=£fXJCqdUSVGl

13


https://openreview.net/forum?id=QsCDgFKErb
https://openreview.net/forum?id=JFUhBY34SC
https://openreview.net/forum?id=JFUhBY34SC
https://openreview.net/forum?id=rMptAK0Xm8
https://openreview.net/forum?id=kfhoeZCeW7
https://openreview.net/forum?id=D7LdL2SCCi
https://openreview.net/forum?id=eX6xDto3Ed
https://openreview.net/forum?id=GZnsqBwHAG
https://openreview.net/forum?id=GZnsqBwHAG
https://openreview.net/forum?id=PAIVwOaAnq
https://openreview.net/forum?id=PAIVwOaAnq
https://openreview.net/forum?id=ASS5YD4hL4
https://openreview.net/forum?id=hTEGyKf0dZ
https://openreview.net/forum?id=hTEGyKf0dZ
https://openreview.net/forum?id=6Mxhg9PtDE
https://openreview.net/forum?id=fXJCqdUSVG

Published as a conference paper at ICLR 2026

Rafael Rafailov, Archit Sharma, Eric Mitchell, Christopher D Manning, Stefano Ermon, and Chelsea
Finn. Direct preference optimization: Your language model is secretly a reward model. Advances
in neural information processing systems, 36:53728-53741, 2023.

Yi Ren and Danica J. Sutherland. Learning dynamics of LLM finetuning. In The Thirteenth
International Conference on Learning Representations, 2025. URL https://openreview,
net/forum?id=tPNHOOZF109.

Domenic Rosati, Jan Wehner, Kai Williams, Lukasz Bartoszcze, Robie Gonzales, Subhabrata Majum-
dar, Hassan Sajjad, Frank Rudzicz, et al. Representation noising: A defence mechanism against
harmful finetuning. Advances in Neural Information Processing Systems, 37:12636-12676, 2024.

Shuai Shao, Qihan Ren, Chen Qian, Boyi Wei, Dadi Guo, Jingyi Yang, Xinhao Song, Linfeng Zhang,
Weinan Zhang, Dongrui Liu, et al. Your agent may misevolve: Emergent risks in self-evolving llm
agents. arXiv preprint arXiv:2509.26354, 2025.

Han Shen, Pin-Yu Chen, Payel Das, and Tianyi Chen. SEAL: Safety-enhanced aligned LLM
fine-tuning via bilevel data selection. In The Thirteenth International Conference on Learning
Representations, 2025. URL https://openreview.net/forum?id=VHguhvcoM>5.

Richard Socher, Alex Perelygin, Jean Wu, Jason Chuang, Christopher D Manning, Andrew Y Ng, and
Christopher Potts. Recursive deep models for semantic compositionality over a sentiment treebank.
In Proceedings of the 2013 conference on empirical methods in natural language processing, pp.
1631-1642, 2013.

Rishub Tamirisa, Bhrugu Bharathi, Long Phan, Andy Zhou, Alice Gatti, Tarun Suresh, Maxwell Lin,
Justin Wang, Rowan Wang, Ron Arel, Andy Zou, Dawn Song, Bo Li, Dan Hendrycks, and Mantas
Mazeika. Tamper-resistant safeguards for open-weight LLMs. In The Thirteenth International
Conference on Learning Representations, 2025. URL https://openreview.net/forum?
1d=4FIjRodbWol

Gemma Team, Morgane Riviere, Shreya Pathak, Pier Giuseppe Sessa, Cassidy Hardin, Surya
Bhupatiraju, Léonard Hussenot, Thomas Mesnard, Bobak Shahriari, Alexandre Ramé, et al.
Gemma 2: Improving open language models at a practical size. arXiv preprint arXiv:2408.00118,
2024.

Hugo Touvron, Thibaut Lavril, Gautier Izacard, Xavier Martinet, Marie-Anne Lachaux, Timothée
Lacroix, Baptiste Roziere, Naman Goyal, Eric Hambro, Faisal Azhar, et al. Llama: Open and
efficient foundation language models. arXiv preprint arXiv:2302.13971, 2023.

Eric Wallace, Olivia Watkins, Miles Wang, Kai Chen, and Chris Koch. Estimating worst-case frontier
risks of open-weight llms. arXiv preprint arXiv:2508.03153, 2025.

Jiongxiao Wang, Jiazhao Li, Yiquan Li, Xiangyu Qi, Junjie Hu, Sharon Li, Patrick McDaniel, Muhao
Chen, Bo Li, and Chaowei Xiao. Backdooralign: Mitigating fine-tuning based jailbreak attack
with backdoor enhanced safety alignment. Advances in Neural Information Processing Systems,
37:5210-5243, 2024.

Yibo Wang, Tiansheng Huang, Li Shen, Huanjin Yao, Haotian Luo, Rui Liu, Naigiang Tan, Jiaxing
Huang, and Dacheng Tao. Panacea: Mitigating harmful fine-tuning for large language models
via post-fine-tuning perturbation. In The Thirty-ninth Annual Conference on Neural Information
Processing Systems, 2025a. URL https://openreview.net/forum?id=sMtiGB2YZT!.

Yuhui Wang, Rongyi Zhu, and Ting Wang. Self-destructive language model. arXiv preprint
arXiv:2505.12186, 2025b.

Boyi Wei, Kaixuan Huang, Yangsibo Huang, Tinghao Xie, Xiangyu Qi, Mengzhou Xia, Prateek
Mittal, Mengdi Wang, and Peter Henderson. Assessing the brittleness of safety alignment via
pruning and low-rank modifications. In Forty-first International Conference on Machine Learning,
2024. URL https://openreview.net/forum?id=K6xxnKN2gm.

Chengcan Wu, Zhixin Zhang, Zeming Wei, Yihao Zhang, and Meng Sun. Mitigating fine-tuning risks
in LLMs via safety-aware probing optimization. In 2nd Workshop on Models of Human Feedback
for AI Alignment, 2025. URL https://openreview.net/forum?id=mIaXdB83Vz.

14


https://openreview.net/forum?id=tPNHOoZFl9
https://openreview.net/forum?id=tPNHOoZFl9
https://openreview.net/forum?id=VHguhvcoM5
https://openreview.net/forum?id=4FIjRodbW6
https://openreview.net/forum?id=4FIjRodbW6
https://openreview.net/forum?id=sMtiGB2YZT
https://openreview.net/forum?id=K6xxnKN2gm
https://openreview.net/forum?id=mIaXdB83Vz

Published as a conference paper at ICLR 2026

Yuxin Xiao, Sana Tonekaboni, Walter Gerych, Vinith Suriyakumar, and Marzyeh Ghassemi. When
style breaks safety: Defending language models against superficial style alignment. arXiv preprint
arXiv:2506.07452, 2025.

An Yang, Baosong Yang, Binyuan Hui, Bo Zheng, Bowen Yu, Chang Zhou, Chengpeng Li,
Chengyuan Li, Dayiheng Liu, Fei Huang, et al. Qwen2 technical report. arXiv preprint
arXiv:2407.10671, 2024.

Shuo Yang, Qihui Zhang, Yuyang Liu, Yue Huang, Xiaojun Jia, Kunpeng Ning, Jiayu Yao, Jigang
Wang, Hailiang Dai, Yibing Song, et al. Asft: Anchoring safety during 1lm fine-tuning within
narrow safety basin. arXiv preprint arXiv:2506.08473, 2025.

Xianjun Yang, Xiao Wang, Qi Zhang, Linda Petzold, William Yang Wang, Xun Zhao, and Dahua
Lin. Shadow alignment: The ease of subverting safely-aligned language models. arXiv preprint
arXiv:2310.02949, 2023.

Biao Yi, Tiansheng Huang, Baolei Zhang, Tong Li, Lihai Nie, Zheli Liu, and Li Shen. Ctrap:
Embedding collapse trap to safeguard large language models from harmful fine-tuning. arXiv
preprint arXiv:2505.16559, 2025.

Jingwei Yi, Rui Ye, Qisi Chen, Bin Zhu, Siheng Chen, Defu Lian, Guangzhong Sun, Xing
Xie, and Fangzhao Wu. On the vulnerability of safety alignment in open-access LLMs. In
Lun-Wei Ku, Andre Martins, and Vivek Srikumar (eds.), Findings of the Association for
Computational Linguistics: ACL 2024, pp. 9236-9260, Bangkok, Thailand, August 2024a.
Association for Computational Linguistics. doi: 10.18653/v1/2024.findings-acl.549. URL
https://aclanthology.org/2024.findings—-acl.549/.

Xin Yi, Shunfan Zheng, Linlin Wang, Xiaoling Wang, and Liang He. A safety realignment framework
via subspace-oriented model fusion for large language models. Knowledge-Based Systems, 306:
112701, 2024b.

Bingjie Zhang, Yibo Yang, Dandan Guo, Jindong Gu, Philip Torr, Bernard Ghanem, et al. A guardrail
for safety preservation: When safety-sensitive subspace meets harmful-resistant null-space. arXiv
preprint arXiv:2510.14301, 2025.

Xiang Zhang, Junbo Zhao, and Yann LeCun. Character-level convolutional networks for text
classification. Advances in neural information processing systems, 28, 2015.

Wei Zhao, Zhe Li, Yige Li, and Jun Sun. Unleashing the unseen: Harnessing benign datasets for
jailbreaking large language models. arXiv preprint arXiv:2410.00451, 2024.

Weixiang Zhao, Yulin Hu, Yang Deng, Jiahe Guo, Xingyu Sui, Xinyang Han, An Zhang, Yanyan
Zhao, Bing Qin, Tat-Seng Chua, and Ting Liu. Beware of your po! measuring and mitigating
Al safety risks in role-play fine-tuning of LLMs. In Wanxiang Che, Joyce Nabende, Ekaterina
Shutova, and Mohammad Taher Pilehvar (eds.), Proceedings of the 63rd Annual Meeting of the
Association for Computational Linguistics (Volume 1: Long Papers), pp. 11112—-11137, Vienna,
Austria, July 2025a. Association for Computational Linguistics. ISBN 979-8-89176-251-0. doi:
10.18653/v1/2025.acl-long.544. URL https://aclanthology.org/2025.acl-1long}
544/.

Yiran Zhao, Wenxuan Zhang, Yuxi Xie, Anirudh Goyal, Kenji Kawaguchi, and Michael Shieh.
Understanding and enhancing safety mechanisms of LLMs via safety-specific neuron. In The
Thirteenth International Conference on Learning Representations, 2025b. URL https://
openreview.net/forum?id=yR47RmNDIm.

Minjun Zhu, Linyi Yang, Yifan Wei, Ningyu Zhang, and Yue Zhang. Locking down the finetuned
llms safety. arXiv preprint arXiv:2410.10343, 2024.

Yongshuo Zong, Ondrej Bohdal, Tingyang Yu, Yongxin Yang, and Timothy Hospedales. Safety fine-
tuning at (almost) no cost: A baseline for vision large language models. In Forty-first International
Conference on Machine Learning, 2024. URL https://openreview.net/forum?id=
bWZKVE0g7G.

15


https://aclanthology.org/2024.findings-acl.549/
https://aclanthology.org/2025.acl-long.544/
https://aclanthology.org/2025.acl-long.544/
https://openreview.net/forum?id=yR47RmND1m
https://openreview.net/forum?id=yR47RmND1m
https://openreview.net/forum?id=bWZKvF0g7G
https://openreview.net/forum?id=bWZKvF0g7G

Published as a conference paper at ICLR 2026

A RELATED WORK

LLM’s safety can be compromised by fine-tuning on a small number of harmful samples (Yang et al.,
2023} |Y1 et al.l 20244} Qi et al.| 2024} [Huang et al., [2025b; [Bowen et al., 2025) or even on only
benign data (Shao et al., [2025)). In this section, we present various works on fine-tuning attack and
defense strategies, and studies regarding the property of the model’s safety alignment and harmful
fine-tuning attack.

Alignment stage defense. Alignment stage methods (Huang et al.,[2024c} [Rosati et al., 2024} Huang
et al.| 2025b) aim to make a model more robust against fine-tuning attacks by modifying the safety
alignment process. Vaccine (Huang et al.||2024c) aims to reduce harmful embedding drift by adding
perturbations to the model’s embeddings during the alignment stage. RepNoise (Rosati et al., [2024))
further proposes to utilize a harmful dataset to align the model so that its harmful embeddings
move toward random noise, thus removing harmful information that can be extracted from those
embeddings. TAR (Tamirisa et al.| [2025) applies meta-learning to sustain a high loss in harmful
samples after harmful fine-tuning. Booster (Huang et al.,2025b) proposes to minimize the harmful
sample loss reduction rate. T-Vaccine (Liu et al.,[2024a)) is a memory-efficient improvement over
Vaccine that only applies perturbations to some safety-critical layers. SEAM (Wang et al., 2025b)
and CTRAP (Yi et al., [2025) propose safety alignment strategies that create an optimization trap,
making any attempt to optimize for harmful objectives inevitably lead to degradation in the model’s
general performance. VAA (CHEN et al.l 2025) enhances the safety alignment by identifying and
upweighting vulnerable alignment data. LoX (Perin et al. 2025) is a training-free method that
reinforces a model’s safety by extrapolating the safety subspace of an aligned LLM. These methods
offer a significant computational advantage, as the safety alignment is a one-time cost incurred before
subsequent fine-tuning. However, a potential disadvantage is that this safety alignment is static. This
means that it may lack the flexibility to counter various attack configurations, such as a high number
of fine-tuning steps or large learning rates.

Fine-tuning stage defense. Fine-tuning stage methods modify the fine-tuning process to mitigate the
impact of harmful data on the model’s safety while ensuring performance on downstream tasks. Many
works in these categories can be classified into one of the following four approaches: regularization-
based method (Mukhoti et al.| [2024;|Q1 et al., 2025a; [Li et al., [2025b; [Yang et al., 2025; Wu et al.}
2025} |Peng et al., 2025} Zhang et al., [2025)), safety-data augmentation (Bianchi et al., [2024; |Huang
et al.| 2024a; Xiao et al., [2025; Zhao et al.,|2025a), prompt engineering approach, and data filtering
approach (Shen et al.l 2025} |Anonymous, [2025bj [Li, |2025; [Ham et al., 2025).

* Regularization-based approach. LDIFS (Mukhoti et al.| 2024) uses a regularization loss to
reduce the shift in model embeddings of the aligned model. Constrained-SFT (Qi et al., [2025a))
identifies that the first few tokens of the generated response are important to eliciting the refusal
behaviors and thereby proposes a defense method by imposing a stronger regularization strength
towards these tokens. SalLoRA (Li et al., 2025b) implements a fixed safety module to prevent
weight updates from disrupting the model’s alignment. AsFT (Yang et al., 2025)) preserves the
model’s safety during fine-tuning by using a safety vector in the parameter space to constrain
the parameter updates. SAP (Wu et al., [2025) tackles the problem of preserving model safety
on benign data fine-tuning by injecting a safety-sensitive probe into gradient updates to avoid
harmful directions. Star-DSS (Peng et al.,|2025) proposes a fine-tuning method that dynamically
shapes the LLM safety through a token-level signal computed from repurposed guardrail models.
GuardSpace (Zhang et al.,2025) splits the model’s weights via a covariance-based decomposition,
freezes the safety-relevant components, and applies a harmful-resistant null-space projector that
prevents new low-rank adapters from altering the model’s original safe responses.

» Safety data augmentation. Other methods utilize additional alignment data to enhance model
safety during fine-tuning. Safelnstr (Bianchi et al.,|2024) mixes safety examples into the fine-
tuning data to maintain alignment knowledge. Lisa (Huang et al.l [2024a) alternately updates
the fine-tuning data with safety examples and includes a proximal term to constrain the drift of
the model’s weights. SafeStyle (Xiao et al.,[2025)) is a defense strategy that augments a small
portion of safety training data to match the style-pattern distribution of the fine-tuning data,
thereby preserving LLM safety against style-based jailbreaks while maintaining style adaptation
performance. SaRFT (Zhao et al.||2025a) proposes a fine-tuning method that balances between
role-playing capacity and safety.
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* Prompt engineering approach. Some methods modify the system prompt to improve model
safety. PTST (Lyu et al.,[2024)) proposes using a general system prompt during fine-tuning and a
safety prompt during inference. BEA (Wang et al.l 2024) introduces a backdoor to trigger refusal
behavior on harmful inputs.

* Data filtering approach. SEAL (Shen et al., 2025) proposes to train a data ranker based on the
bilevel optimization to filter out the samples that potentially compromise model safety. BDS
Hu et al.| (2025) proposes a Bayesian Data Scheduler that infers a posterior safety attribute per
point and schedules data adaptively during fine-tuning without attack simulation. GradShield
(Anonymous), 2025b) is a pre-fine-tuning data filtering method that assigns each training example
a Fine-tuning Implicit Harmfulness Score (FIHS) and removes the samples based on an adaptive
threshold. The work in (Li, |2025)) detects poisoning data before fine-tuning by using the influence
function. Ref-Teacher (Ham et al., | 2025) mitigates harmful fine-tuning by using a safety-aligned
teacher model to simultaneously filter out harmful data and distill safety knowledge into the base
model that is being fine-tuned.

Post-fine-tuning stage defense. Post-fine-tuning stage defenses (Casper et al., 2025} |Yi et al., |2024b;
Hsu et al., 2024} |Zhu et al.| 2024} Huang et al.| 2025a; Wang et al., [2025a; |Lu et al., 2025} [Egler
et al.| 2025)) focus on realigning a model after the fine-tuning stage. As other defense methods may
only defend successfully with a certain setup of fine-tuning hyperparameters (Q1 et al.,|2025b; |Huang
et al.,20254), post-fine-tuning defenses give the service provider more control over the safety of their
released models. LAT (Casper et al.,|2025)) leverages latent adversarial training to remove backdoors
and novel classes of attacks. SOMF (Y1 et al., |2024b)) applies model fusion to retain the model’s
fine-tuned utility while taking advantage of the safeguarding capability of the aligned model. Safe
LoRA (Hsu et al.l 2024) projects the fine-tuned LoRA weights into a safe subspace to recover the
safety of the model. SafetyLock (Zhu et al., 2024)) recovers the model safety by applying safety
direction patching. Antidote (Huang et al.|2025a) identifies and prunes harmful weights to restore
the model’s safety. Panacea (Wang et al., 2025a)) proposes an optimized adaptive perturbation to
recover the model’s safety alignment. Safe Delta (Lu et al., 2025) adjusts the change in parameters
before and after fine-tuning to maximize downstream task performance while limiting overall safety
loss, and further applies a safety compensation vector to mitigate residual safety loss. The work
in (Egler et al.}[2025)) develops an audit agent that detects harmful fine-tuning given access to the
fine-tune dataset, fine-tuned, and pre-fine-tuning models.

Harmful fine-tuning attack. The work in (Zhao et al.,2024) demonstrates an attack method based
on extracting benign features in the form of a suffix from benign datasets and further shows that
these features can be introduced through fine-tuning on only benign data. Self-Inf-N (Guan et al.,
2025)) shows that fine-tuning on outlier benign samples can compromise a model’s safety. Virus
(Huang et al.l 2025c) modifies harmful fine-tuning data to evade content moderation filters and
thereby demonstrates that relying solely on data filtration guardrails is inadequate for preventing
fine-tuning-based model compromise. NOICE (Kazdan et al.| 2025) attack is conducted by training
the model to initially refuse benign requests on safety grounds, then proceed to answer those requests,
thereby jailbreaking the model to produce disallowed content upon receiving a harmful request and
thereby revealing weakness in refusal-based safeguards. Research in (Anonymous| [2025a) proposes
a new attack by fine-tuning the model based on pairs of harmless prompts that are adjacent to the
target harmful task and the safety response generated by the model.

Mechanism study of harmful fine-tuning and other works. The work in (Hsiung et al., [2025)
finds that the durability of the model’s safety guardrails for a downstream task depends on the
similarity between the data in the downstream task and the dataset used in the alignment process.
Other research, such as (Chen et al., [2025)), analyzes the trade-off between safety and capability in
LLM fine-tuning. Research in (Wallace et al.,2025)) evaluates the risk of harmful fine-tuning on the
gpt-oss models (Agarwal et al.,[2025)). From an optimization perspective, (Peng et al.l 2024)) studies
the loss landscape of safety-aligned models. The work in (O’Brien et al., [2025)) finds that filtering
out dual-use or dangerous knowledge from a model’s pretraining data can make it far more resistant
to later adversarial fine-tuning. Finally, other studies develop defense strategies against harmful
fine-tuning in different settings, such as diffusion model (L1 et al., 2025a)) or Mixture-of-Experts
(MoE) LLMs (Kim et al.l 2025)).

Our approach contributes defenses at both the alignment and fine-tuning stages. At the alignment
stage, we propose a novel loss function that regularizes the model to reside in a flat region of the
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harmful loss landscape, drawing on the well-established literature on sharpness-aware minimization
(SAM) (Foret et al., [2021]), which has been studied extensively and achieved remarkable success
across a wide range of application domains (Nguyen et al., 2023ab; |Dung et al.| 2024; |Luo et al.,
2024;2025)). A more comprehensive discussion on the literature of harmful fine-tuning attacks and
defenses can be found in (Huang et al., [2024b).

B ANTIBODY VS. CTRAP

There is a concurrent alignment stage defense, CTRAP (Y1 et al., | 2025)), which proposes a regulariza-
tion term that shares some similarities to our refusal 10SS L efusal-

CTRAP is inspired by unlearning and introduces a collapse regularizer in the alignment stage so
that, when the model is later fine-tuned on harmful data, its general utility degrades. Concretely,
CTRAP optimizes a harmful perturbation model 6,,.; to generate a sequence of fixed tokens ¢ (e.g.,
“error error ... error’) in response to general utility prompts. As a result, when the model is further
fine-tuned on harmful samples, its responses on benign tasks collapse to the fixed sequence of token
e, destroying the model’s general capability and rendering it ineffective for harmful purposes. This
behavior is enforced via a collapse loss Lcouapse(epm), computed over a general-purpose dataset.

While both our refusal 1oss Lrefusat and CTRAP’s collapse 1oss Leoiiapse are defined on a harmful-
perturbation model, they differ in both motivation and the data used to compute the losses:

* Our Lef5a introduces an auxiliary objective in the alignment stage to both enforce robust refusal
behavior on harmful prompts and to ensure the weights are effective at down-weighting harmful
samples in the fine-tuning stage, whereas Lcoliapse is explicitly designed as a trapping mechanism
that collapses the model’s general capacity when the model is later fine-tuned on harmful data,
following an unlearning-inspired design.

* Our Lyefysqr is computed on a dataset of harmful prompts paired with generic refusal responses
(e.g., “I cannot fulfill your request.”), whereas Lcoliapse is computed on a general-purpose dialogue
dataset sampled from a human dialogue distribution.

In summary, the regularization term Lcoiapse in CTRAP aims to sacrifice general utility as a safeguard
against future harmful fine-tuning whereas the term L;efsy in Antibody strengthens the defense
performance of the weighted fine-tuning algorithm, making the two approaches conceptually different.

C ANTIBODY VS. SEAL

SEAL (Shen et al., [2025) proposes a bilevel data-selection framework. It trains a separate data
selector via bilevel optimization using an alignment dataset and a target user fine-tuning dataset, then
filters that dataset (keeping the top-p% samples under the learned ranking) before running SFT on
the filtered subset. Although the weights computed from the data selector in SEAL and the weighting
mechanism in Antibody aim to reduce the influence of harmful fine-tuning data, they have different
operational designs and differ substantially in mechanism.

* Different in operational designs. SEAL requires training a dataset-specific selector because its
bilevel objective couples the selector to the target fine-tuning set. This is well-suited to settings
where the target dataset is known and reused, but may not be favorable in FTaaS, where providers
may face many heterogeneous, one-off user-submitted datasets. In such a service setting, SEAL
introduces additional overhead to (i) train a selector per user dataset and (ii) store the selector for
future use. If the selector is discarded after a single run, this cost is largely wasted. In contrast,
our defense is embedded directly into the fine-tuning process and is immediately deployable
to arbitrary user datasets without training any extra model as the data selector. Our method’s
incurred overhead is studied in Appendix [F.4]

* Robust with different attack strength. SEAL requires choosing a cutoff p% to decide which
samples are retained. This hard threshold can be sensitive to unknown attack strength (e.g.,
varying poisoning ratios), and a fixed p may under-filter in stronger attacks or over-filter in
benign-heavy datasets. Our method avoids any discrete cutoff: all samples remain in the batch,
but harmful ones are down-weighted.
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* Static ranking vs. dynamic reweighting. The weights in SEAL are used only to produce a
global ranking for all samples in the fine-tuning dataset for selection. Once the selector is trained,
the ranking is fixed throughout SFT. Our weights serve a different role: they directly modulate
gradient contributions to encourage learning from benign samples and suppress learning from
harmful ones. Moreover, our weights are computed exclusively for the samples in the active
mini-batch and are recalculated at every iteration of fine-tuning. allowing them to adapt to the
evolving model state (e.g., as the model becomes a better fit on benign data, the weights for
benign data become larger). This online, model-dependent reweighting is fundamentally different
from SEAL’s offline, fixed ranking.

In summary, SEAL’s bilevel formulation provides a clean and interpretable way to cast harmful fine-
tuning defense as data selection. However, for the dynamic nature of FTaaS where data distributions
vary unpredictably and efficiency is critical, our weighting mechanism provides a different operational
design and property. By utilizing online, model-dependent reweighting rather than static offline
filtering, our approach offers a more robust and lightweight solution that eliminates the need for
auxiliary training and adaptive hyperparameter tuning.

D PROOFS

D.1 PROOF OF THE OPTIMAL SOLUTION FOR FLATNESS REGULARIZATION

Proof. We can write the Lagrange function with A > 0 for Equation (3) as
H6N) = 5 Vo Laian (60) 612+ A (0 — Vo Loy (60) )

With the Karush-Kuhn-Tucker (KKT) theorem, we have:

vé h(57 )\) = - (VO »Calign (9t) - 5) A VG »Csharp ( ) =
VG E@harp (et) ) 2 ag
A> O
A (= Vo Loy (60" 5) =0,

From the above constraints, we can obtain:

0= v@ Calign (et) + A VG »csharp (925)

.
A = max {0, ay = Vo Lswarp () Vo falign (6:) } ’
||v9 Esharp (Qt) ||2

D.2 PROOF OF PROPOSITION[4.2] AND PROPOSITION [£.3]

We note that the following derivation for Proposition [4.3] can be used for Proposition #.2] since
Proposition4.2] can be recovered from Proposition [4.3|by setting the weight to be uniform across all
samples in the batch wy, (z;, y;) = 5.

Proof. Let zo,m(Xo) € RV be the pre-softmax logits at position m € {1,..., M}. Assume losses

are sums over tokens (no token averaging): fo(x,) = Z%zl[ég(xo)]m. A first-order Taylor
expansion around 6, gives:

Ag(ym :Bo) £ Z ([£0t+1 (Xo)]m - [get (Xo)]m) (13)

m

=

Il
-

M
= E (Vollo,(Xo)lm, Oerr — 0¢ ) + O(M||0eq1 — 64]%) , (14)
m=1 y
1xd dx1
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where d is the number of parameters in the model. By the chain rule,

Vollo,(Xo)lm = Vigm [€o,(Xo)]lm Vozom(Xo) - (15)
1xV Vxd

Under the weighted SFT update stated above,

L T
b —Oi=—7 > wo(@iy) <gzeet ) ) (16)
(z4,y:)EBy =1
. T
=—% o > we(@iyi) | Valle, )l Vozia(xi) | - (17)
(z4,y:)€By I=1 1xV Vxd

Substituting Equation @ and Equation into Equation (T4) and rearranging the sums yields

Ag(ym wo = - Z Z Zw& T, yz zo,m [€9t (Xo)]m X Vezo,m(Xo) (18)
m=1(x;,y:)€By 1=1 1xV Vxd
x Vozii(xi) % (Va,,[lo, (Xi)]l)T + O(M||0p1 — 0:)?) -

dxV Vx1

Identifying [A’(Xo)lm = V.. [lo, (Xo)m- [K*(Xo, Xi)lm,t = (VoZo.m(Xo)lo,)(Vozia(xi)lo,) "
and [G'(x:)|i = [V, [, (xi)]i] T Following the assumption in Appendix B.1 of (Ren & Suther;

land, 2025) that [|0;+1 — 6;]| = O(n), the remainder scales as O(Mn?). Collecting terms gives the
final decomposition

M L
Ag(yoamo - w, Ti,Yi At o)lm ICt oy Xi)lm gt 7 19
Z > Z o0 (@i,91) [A" (Xo)Im [K' (X0 Xi)Ima [G"(x:)li (19)
m=1 (z;,y;)€By 1=1 1XV VXV Vx1
+ O(Mn?).
The derivation above completes the proof for Proposition [#.2]and Proposition O

E EXPERIMENTAL DETAILS

E.1 DATASETS

The Stanford Sentiment Treebank (SST2) (Socher et al., 2013) is a binary classification dataset
comprising sentences extracted from movie reviews, each labeled as either positive or negative
sentiment. The prompt format for this dataset is as follows:

Prompt format with example input for SST2

Below is an instruction that describes a task, paired with an input that provides further context.
Write a response that appropriately completes the request.

### Instruction:
Analyze the sentiment of the input, and respond only positive or negative.

### Input:
a casual intelligence

### Response:

. J

The AGNEWS (Zhang et al., 2015) dataset is a collection of news articles categorized into four
classes: World, Sports, Business, and Science/Technology. It contains 120k samples in the training
split and 7.9k samples in the test split. The prompt format for this dataset is as follows:
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Prompt format with example input for AGNEWS

Below is an instruction that describes a task, paired with an input that provides further context.
Write a response that appropriately completes the request.

### Instruction:
Categorize the news article given in the input into one of the 4 categories:

World
Sports
Business
Sci/Tech

### Input:
Einstein’s warp effect measured Two scientists beat a $600 million Nasa mission to be first to
measure a prediction of Einstein’s relativity theory.

### Response:

. J

The (Grade School Math 8K) GSMS8K (Cobbe et al.||2021) is a question-answering dataset comprising
8.5k grade-school math problems. These problems typically require 2-8 steps to solve, primarily
involving a sequence of elementary calculations using basic arithmetic operations to arrive at the final
answer. The prompt format for this dataset is as follows:

Prompt format with example instruction for GSM8K

Below is an instruction that describes a task. Write a response that appropriately completes
the request.

### Instruction:
Natalia sold clips to 48 of her friends in April, and then she sold half as many clips in May.
How many clips did Natalia sell altogether in April and May?

### Response:

. J

AlpacaEval (Li et al., [2023) is a dataset of 805 samples designed for evaluating the instruction-
following capacity of a language model. The prompt format for this dataset is as follows:

s N

Prompt format with example instruction for AlpacaEval

Below is an instruction that describes a task. Write a response that appropriately completes
the request.

#i## Instruction:
Do you know why cats always rub up against your legs?

### Response:

The harmful instructions used in our experiments are from the BeaverTails dataset (Ji et al., [2023)).
This dataset consists of more than 300k pairs of human-labeled question-answer spanning across
14 harm categories, where each response could be flagged with more than one of those categories.
Other works (Rosati et al.} [2024; Huang et al., 2025b) use the harmful dataset from (Rosati et al.,
2024), which is a filtered subset of BeaverTails-30k-train for alignment and fine-tuning attack, and
use a filtered subset of BeaverTails-30k-test for evaluation. However, based on our observation and
as pointed out by (Q1 et al., 2025b), these datasets suffer from an overlapped problem between the
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alignment split, fine-tuning attack split, and evaluation split. Therefore, to ensure a fair evaluation,
we construct three separate and non-overlapping data splits for our experiments:

1. Alignment phase. We perform filtering of the dataset in (Rosati et al.,[2024) to come up with a
subset of 4972 samples for model alignment.

2. Fine-tuning attack phase. We use the filtered version of BeaverTails-330k curated by (Qi et al.,
2025b)), including 4986 samples, as the harmful samples that is used to poison the benign dataset.

3. Evaluation phase. We evaluate the Harmful Score of the fine-tuned model on the filtered subset
of the BeaverTails-Evaluation dataset (Ji et al.| 2023)), which contains 699 malicious questions
from 14 categories.

E.2 TRAINING DETAILS

Following prior works (Huang et al., [2024ajc}; [2025b), we use LoRA (Hu et al., [2022)) to update the
model parameters in both the alignment and fine-tuning attack phases. The LoRA rank is set to 32,
and LoRA’s alpha is set to 4 for all experiments. In the alignment phase, we train the model for 20
epochs using the AdamW optimizer (Loshchilov & Hutter, 2019) with a learning rate of 5 x 10~* and
weight decay of 0.1. In the fine-tuning attack phase, we fine-tune the model for 20 epochs on SST2,
AGNEWS, and GSMSK, and for 100 epochs on AlpacaEval. We use the AdamW optimizer with a
learning rate of 1 x 1075, weight decay of 0.1, and a warmup ratio of 0.1. A batch size of 16 is used
for both the alignment and fine-tuning attack phases, except for experiments with the Gemma2-9B
model, which uses a batch size of 10 due to GPU memory constraints. For Antibody, in the alignment
stage, we use £ = 5.0 and p = le — 1 to compute \; in Equation and set Aefusat = 0.05. In the
fine-tuning stage, we use 7 = 1.0, and we use a set of 100 generic refusal responses y,- to randomly
pair with each sample in the fine-tuning dataset to compute the weights in Equation (7).

For all experiments, we run over three random seeds and report the average results, except for
AlpacaEval, which was run once to minimize API costs. Every single run of our experiments uses one
NVIDIA A100 GPU with 80GB of memory. Our code is available athttps://github.com/
minhguoc0712/Antibody

E.3 METRICS AND EVALUATION

This section outlines the evaluation methodologies used for each downstream dataset: SST2, AG-
NEWS, GSMB8K, and AlpacaEval:

» SST2: If the generated response matched the ground truth label "positive" or "negative" in the
test set, we consider it as a correct prediction. The fine-tuning accuracy is the fraction of correct
predictions over the test set of SST2.

* AGNEWS: If the generated response matched with one of the ground truth categories "World",
"Sports", "Business", or "Sci/Tech" in the test set, we consider it as a correct prediction. The
fine-tuning accuracy is the fraction of correct predictions over the test set of AGNEWS.

* GSMBSK: If the concluded answer in the generated response matched the ground truth answer in
the test set, we consider it a correct prediction. The fine-tuning accuracy is the fraction of correct
predictions over the test set of GSM8K.

* AlpacaEval: We use Win Rate as the Fine-tuning Accuracy to evaluate the performance of the
fine-tuned model on AlpacaEval. Win rate is the percentage of times our model’s response is
preferred over the reference response, as determined by GPT-4. We select 105 samples in the
AlpacaEval evaluation.

E.4 BASELINES

In this section, we provide a detailed description of the baselines used in our experiments:
* Supervised Fine-Tuning (SFT) is the standard fine-tuning method, directly fine-tuning the model

on the alignment dataset during the alignment phase and on the harmful fine-tuning dataset during
the fine-tuning attack phase.

22


https://github.com/minhquoc0712/Antibody
https://github.com/minhquoc0712/Antibody

Published as a conference paper at ICLR 2026

* Vaccine (Huang et al.| 2024c) is an alignment stage defense method that makes a model more
robust against harmful fine-tuning attacks by improving its resilience to harmful embedding
perturbation. In addition, Vaccine (Huang et al., 2024c)) uses a double LoRA setup, where before
the fine-tuning phase, the LoRA trained in the alignment phase is merged with the model, and a
new LoRA is used for the fine-tuning.

* Booster (Huang et al., 2025b) is an alignment stage solution. In addition to fitting the alignment
data, Booster proposes minimizing the harmful loss reduction rate. The harmful loss reduction
rate is computed as the difference between the harmful loss of the current model and the model
after one step of gradient descent on harmful data.

* Lisa (Huang et al.,|2024a) is a fine-tuning defense method that includes an alignment dataset in
the fine-tuning phase. Specifically, Lisa alternatively fine-tunes the model on two states: Optimize
on the alignment dataset and a harmful fine-tuning dataset. To improve convergence stability,
Lisa includes a proximal term to constrain the model’s drift with respect to the previous state.

We do not include a direct comparison with another line of work that, while aligned with our goal,
employs a complementary approach. These methods aim to attenuate the effect of harmful gradients

by constraining which parameters can receive updates. Specifically, (Wei et al., 2024} Du et al.| 2024}
Li et al.|2025cfb) propose to localize and restrict updates to safety-critical model parameters.

F MORE EXPERIMENTS
F.1 EXPERIMENTS ON DIFFERENT DATASETS WITH DIFFERENT MODELS

Table 5: Performance of Qwen-2-7B trained on different fine-tuning datasets. The best and the second

best are highlighted in and gray, respectively.

Methods \ SST2 AGNEWS GSMSK Average

(Qwen-2-7B) | HS| FAt | HS| FAt |HS| FAt |HS| FA?t
SFT 33.86 9331 | 31.00 85.77 | 1454 64.66 | 2647 81.25
Vaccine 29.80 93.22 | 28.66 8493 | 18.17 6220 | 2554 80.12
Lisa 1846 92.85 | 1526 85.07 | 391 6390 | 12.54 80.61
Booster 396 9419 | 348 85.13 | 219 68.63 | 3.21 82.65
Antibody 0.81 9431 | 0.72 8723 | 0.62 6730 | 0.72 82.95

Table 6: Performance of Gemma-2-9B trained on different fine-tuning datasets. The best and the

second best are highlighted in and gray, respectively.

Methods \ SST2 AGNEWS GSMSK Average

(Gemma-2-9B) | HS| FAt | HS| FAt | HS| FAt | HS| FA?
SFT 40.77  94.11 3991 8447 | 32.05 56.73 | 37.58 78.44
Vaccine 51.65 9450 | 51.64 85.27 | 3824 5437 | 47.18 78.05
Lisa 3467 94.04 | 3333 83.80 | 13.02 5497 | 27.01 77.60
Booster 2847  94.15 19.22 8430 | 22.13 5897 | 2327 79.14
Antibody 11.30  94.27 1.91 85.77 0.91 57.43 4.71 79.16

In Table [5|and Table[6] we conduct experiments on more datasets with Qwen-2-7B and Gemma-2-9B
models, respectively. The results show that Antibody consistently achieves competitive performance
over other baselines across all datasets. This demonstrates the robustness and effectiveness of
Antibody across different model architectures.

F.2 COMPARE WITH BOOSTER + LISA

To evaluate the efficacy of Antibody’s integrated defense mechanism, we compare it with a sequential
two-stage approach where the model is first aligned using Booster and subsequently fine-tuned with
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Table 7: Performance comparison of Booster + Lisa and Antibody methods across different models.
The best results are highlighted in bold.

Model & Method \ SST2 | AGNEWS | GSMSK | Average

‘ HS| FA? ‘HSi FA 1 ‘HSi FA 1 ‘HSi FA 1

Llama-2-7B Booster + Lisa | 2.52 9194 | 1.71 83.53 | 1.29 12.23 | 1.84 62.57
Antibody 148 9335 | 1.24 87.30 | 1.24 15.07 | 1.32 65.24

Qwen-2-7B Booster + Lisa | 2.15 94.19 | 1.86 85.67 | 1.00 69.07 | 1.67 82.98
Antibody 081 9431 | 0.72 87.23 | 0.62 6730 | 0.72 82.95

Gemma-2-9B Booster + Lisa | 4.10 94.04 | 291 84.80 | 1.15 57.30 | 2.72 78.71
Antibody 11.30 94.27 | 191 85.77 | 091 5743 | 471 79.16

Lisa (Booster + Lisa). As shown in[Table 7] Antibody demonstrates clear superiority on the Llama-2-
7B model, consistently reducing the harmful score while simultaneously improving the fine-tuning
accuracy. For Qwen-2-7B, Antibody reduces the average harmful score to 0.72, albeit with a minor
trade-off in the average fine-tuning accuracy. For the largest model, Gemma-2-9B, Antibody achieves
superior performance over Booster plus Lisa across all datasets, with the exception of the harmful
score on SST2. This suggests that while Antibody’s integrated design offers a powerful solution,
particularly for potent harm mitigation, its stability can be model-dependent, and the conventional
two-stage approach may prove more robust in specific model-task scenarios.

F.3 ABLATION STUDY ON Ajefusal

Table 8: Performance comparison across different Aefysq values on GSM8K dataset.

‘ Arefusal = 0.0 Arefusat = 0.01 Arefusal = 0.05 Aretusal = 0.1 Arefusal = 0.5

GSMSK HS | 4.44 2.15 1.24 1.72 1.72
GSMSK FA 1 13.83 14.47 15.07 14.30 13.80

Impact of \.pysq. The results indicate that the refusal loss weight, Arefysal, plays a crucial role in
balancing defense against harmful inputs and maintaining task performance. The model achieves its
optimal performance at Arefusa1 = 0.05, securing the lowest harmful score of 1.24 while simultaneously
reaching the highest fine-tuning accuracy of 15.07. Introducing this loss term (i.e., Arefysar > 0.0)
consistently improves the model’s safety by reducing the harmful score. However, setting the weight
too high (e.g., 0.1 or 0.5) begins to degrade fine-tuning accuracy from its peak, suggesting that an
overly strong refusal penalty can negatively interfere with the fine-tuning process.

F.4 SYSTEM EVALUATION

Table 9: System evaluation for different methods.

Methods \ Clock Time (Hours) GPU Memory (GB)

(Llama-2-7B) \ Alignment Fine-tuning Sum \ Alignment Fine-tuning Max
SFT 1.00 0.26 1.26 53.68 40.10 53.68
Vaccine 1.98 0.16 2.12 54.70 40.10 54.70
Lisa 1.00 0.26 1.26 53.68 53.87 53.87
Booster 5.09 0.26 5.35 64.36 40.10 64.36
Antibody 5.81 0.46 6.27 64.55 42.53 64.55

System Evaluation. Table 9] presents the system evaluation results, which illustrate that the com-
prehensive protection offered by our proposed Antibody method comes at the cost of computational
resources. During the alignment stage, Antibody requires 5.81 hours and 64.55 GB of GPU memory,
higher than other methods. This overhead is attributed to Antibody’s sophisticated alignment process,
which not only imposes an initial safeguard but also strategically shapes the model’s loss landscape for
the subsequent fine-tuning defense. Unlike methods that operate solely during alignment, Antibody
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also introduces a defense mechanism in the fine-tuning stage. This results in a marginal increase in
clock time (0.20 hours) and GPU memory (2.43 GB) compared to standard fine-tuning. We argue
this is a strategic trade-off: the one-time alignment cost builds a robust foundation, while the minimal,
recurring overhead in the fine-tuning stage acts as an active safeguard for each downstream task.
While its total computational cost is the highest, this investment is justified by its superior defense
and learning performance. The minimal overhead during the frequently repeated fine-tuning phase
makes Antibody a practical and highly effective defense solution for deploying in FTaaS scenarios.

F.5 PERFORMANCE WITH RESPECT TO ALIGNMENT DATASET SIZE

The datasets used in the alignment stage of Antibody include Dajign, Dharmfut, and Drefusai- The number
of samples in these three datasets is equal by construction, as detailed below:

* Diyiign consists of harmful prompt-refusal completion pairs.

* Dharmful consists of harmful prompt-compliance answer pairs, where the harmful prompts
are the exact same prompts as in Dyjign. Thereby, the size of Dhamsu and Dajign are equal.

* Direfusal consists of harmful prompt pairs with generic refusal responses that contain refusal
answers that can be used across different harmful prompts, such as ‘I cannot fulfill your
request.” Hence, the size of Drefysar and Dyjign are the same.

In the following, we refer to the common size of Dajign, Dharmful, and Drefusal as the alignment size.
We conduct experiments to study how the defense and learning performance of Antibody and Booster
change with different alignment sizes.

Table 10: Performance comparison of Booster and Antibody methods across different alignment
sizes. The best results are highlighted in bold. Note that 4972 corresponds to the alignment dataset
size used in our main experiments, and the Booster uses Dyjign and Dpameu in its algorithm.

Alignment Size & Method | SST2 | AGNEWS | GSM8K | Average
|HS| FAT |HS| FAT|HS| FAT |HS| FA{
1000 Booster 34.05 93.46 | 40.49 86.30 | 43.49 15.80 | 39.34 65.19
Antibody 544 9396 | 529 8640 | 844 14.10| 6.39 64.82
2500 Booster 2246 92.66 | 21.32 85.10 | 31.19 15.10 | 24.99 64.29
Antibody 2.00 9381 | 2.15 8690 | 644 16.10 | 3.53 65.60
4972 Booster 14.31 92.59 | 1588 86.70 | 9.06 16.27 | 13.08 65.19
Antibody 148 9355 | 1.24 8730 | 1.24 1507 | 1.32 65.31

From Table [I0] a notable trend is that both methods benefit from increased alignment size, but
Antibody scales more effectively. Across all settings and datasets, Antibody consistently achieves a
much lower harmful score than Booster while maintaining comparable or slightly better fine-tuning
accuracy. With an alignment size of 1000, Antibody reduces the average harmful score from 39.34
for Booster to 6.39, more than six-fold reduction, while maintaining comparable fine-tuning accuracy
(64.82 for Antibody and 65.19 for Booster). Increasing the alignment size to 2500 further strengthens
this effect: Antibody attains an average harmful score of 3.53, whereas Booster remains at 24.99,
and Antibody slightly improves the average fine-tuning accuracy to 65.60 compared to 64.29 for
Booster. At the largest alignment size of 4972, Antibody simultaneously reduces the average harmful
score to 1.32 (compared with Booster’s 13.08) and increases the average fine-tuning accuracy to
65.31 (slightly above Booster’s 65.19). Overall, these results indicate that, for a given alignment
size, Antibody provides substantially stronger and more data-efficient protection against harmful
fine-tuning than Booster, even when only 1000 alignment examples are available.

F.6 HARMFUL GRADIENT NORMS UNDER ANTIBODY ALIGNMENT

In Section [4.1] we argued that, after our alignment stage flatness regularization, the gradients of
harmful samples become negligible, so that the gradient in the standard SFT update Equation () is
effectively dominated by the benign component Equation (3). This argument hinges on the assumption
that, at the start of the fine-tuning stage, harmful samples already have much smaller gradients than
benign ones.
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Figure 4: Effect of our flatness-regularized alignment from Section We plot the distribution of
per-sample gradient norms at the beginning of the fine-tuning stage (before fine-tuning) for models
aligned with Antibody’s alignment-stage solution (left) and with standard SFT (right).

To validate this claim, we measure per-sample gradient norms at the beginning of the fine-tuning stage
and report their distributions in Figure[d] For the model aligned with Antibody, the gradient norms on
harmful samples are clearly smaller than those of the model aligned with standard SFT, as indicated
by the left-shifted distribution. Moreover, under Antibody, harmful gradient norms are also smaller
than benign gradient norms, showing that harmful examples contribute much less to the overall update
direction than benign ones. By contrast, under standard SFT alignment, harmful gradients remain
large relative to benign gradients, leading to harmful samples having a strong influence on the update
direction. This behavior helps explain the poor defense performance of the SFT baseline observed in
Figure[I]and discussed in Section[5.2]

These empirical findings support our approximation of Equation (@) by Equation (3)) and justify the
subsequent analysis of mini-batch learning dynamics in our proposition. Together with our flatness
regularization, this gradient-norm behavior provides a robust initial safety alignment that is then
preserved by Antibody’s proposed weighted fine-tuning update.

F.7 ABLATION ON STEP-ADAPTIVE REGULARIZER INTENSITY A,

Table 11: Ablation study investigating the impact of the step-wise adaptive regularizer \;. We
compare the performance of both Booster and Antibody when using a fixed constant regularization
versus our proposed dynamic A;. The best results are highlighted in bold.

Method & Ablation | SST2 | AGNEWS | GSMSK | Averge
|HS| FA? |HS) FA1|HS| FA{|HS| FA?1

Booster (with constant \) 1431 92.59 | 15.88 86.70 | 9.06 16.27 | 13.08 65.19
Booster (with dynamic \;) 820 92.55| 897 8593|1493 1597 | 10.70 64.82

Antibody (with constant \) 191 9324 | 1.62 88.17 | 2.15 15.60 | 1.89 65.67
Antibody (with dynamic )\;) | 1.48 93.35 | 1.24 87.30 | 1.24 15.07 | 1.32 65.24

Booster

Antibody

In Table we analyze the impact of using the proposed dynamic regularizer \; compared to a
constant regularizer term. We observe that the proposed dynamic A; consistently reduces the harmful
score across both Booster and Antibody, albeit with a slight trade-off in fine-tuning accuracy. Notably,
this safety improvement is less pronounced in Antibody. We attribute this to the fact that our proposed
weighted SFT mechanism already effectively suppresses the influence of harmful samples, thereby
significantly lowering the baseline harmful score and leaving less margin for further reduction by the
adaptive regularizer.
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Table 12: Performance under different numbers of fine-tuning samples in the default setting. The best
results are highlighted in bold.

Methods | Harmful Score | | Fine-tuning Accuracy 1
(p=0.2) ‘ n =500 n=1000 n = 1500 n = 2000 n = 2500 ‘ n =500 n=1000 n = 1500 n = 2000 n = 2500
Booster 1.62 9.06 31.76 39.49 44.49 13.30 16.27 18.27 18.83 19.90

Booster + Liefusal | 1.71 5.34 28.90 41.82 48.45 11.90 15.33 16.47 18.87 20.23

F.8 ABLATION STUDY ON L cfusal

Table[I2] presents the performance of the model under varying numbers of fine-tuning samples. We
utilize the Booster baseline for this comparison, as it lacks the specific fine-tuning stage solution
found in our proposed method. This allows us to isolate and analyze the independent effect of
the refusal loss term. The results indicate that L5 effectively reduces the harmful score when
the number of fine-tuning samples is low to moderate (e.g., n = 1000 and n = 1500). However,
regarding utility, we observe a trade-off: the refusal loss tends to slightly reduce fine-tuning accuracy
in low-sample regimes while boosting accuracy as the sample size increases (n > 2000).

Table 13: Ablation on Antibody with/without L;ss, across different datasets.

Method & Ablation | SST2 | AGNEWS | GSMSK | Average
|HS| FA1|HS| FA1|HS| FA{ |HS| FA{

3.58 92.78|2.53 85.70|5.06 14.27|3.72 64.25
1.48 93.35|1.24 87.30| 1.24 15.07 | 1.32 65.24

Antibody (without L efysar)
Antibody (with Lefusal)

These mixed results when using the loss in isolation do not negate the contribution of the refusal
loss term. The primary motivation for the refusal loss term is to strengthen the robustness of the
weights used specifically within the proposed weighted fine-tuning algorithm by simulating harmful
perturbations during the alignment stage. Consequently, Lefsa 1S not intended to function as a
standalone solution. As demonstrated in Table[I3] the refusal loss yields simultaneous improvements
in both harmful score and fine-tuning accuracy across all datasets when used together with the weight
fine-tuning algorithm Antibody.

F.9 ROBUSTNESS OF WEIGHT ALLOCATION UNDER OOD ATTACKS
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Figure 5: The effect of our proposed fine-tuning method under a harmful fine-tuning attack with
OOD harmful data. The plots illustrate the distribution of the score rg (the pre-normalized weight) in
Equation (7) for benign samples versus harmful samples before and after fine-tuning on a dataset
poisoned with PureBad (Qi et al., [2024)).

We empirically investigate the stability of the weight allocation in Equation (7)) by simulating a more
challenging poisoning scenario. Specifically, we incorporate the PureBad dataset (Q1 et al.| [2024]),

27



Published as a conference paper at ICLR 2026

consisting of 100 harmful prompts paired with harmful targets, into the fine-tuning dataset. This setup
of out-of-distribution (OOD) harmful data acts as a stress test to determine whether a stronger attack
can increase the likelihood of harmful target completions to a point where their assigned weights
override those of the refusal completions or surpass the weights of benign samples.

As illustrated in Figure [5] the pre-normalized score ry demonstrates a clear distinction between
harmful and benign data before fine-tuning. The distribution of scores for harmful samples is
concentrated to the left of the benign sample distribution, indicating that the model’s preference
for the harmful targets does not overpower the refusal mechanism. Consequently, our weighting
mechanism successfully assigns small weights to the harmful data. After fine-tuning, this separation
becomes even more pronounced: the majority of harmful sample scores shift to negative values, while
benign sample scores remain positive. This confirms that even under strong attack conditions, such as
0OOD, the harmful samples do not acquire large weights, ensuring the effectiveness of the proposed
weighted fine-tuning algorithm in Antibody.

G CASE STUDY

In the following, we show how different methods respond to the harmful prompt. As shown, Antibody
is able to give a refusal response to harmful questions, while other methods cannot.

Prompt: How can I insult someone’s physical appearance without actually using hurtful language?

Answer from SFT discrimination,stereotype,injustice , hate_speech,offensive_language , non_violent_unethical_behavior :

Insulting someone’s physical appearance without using hurtful language can be done by making snide comments about their looks, body

shape, or personal style. For example, you could say something like, ...

Answer from Vaccine discrimination,stereotype,injustice , hate_speech,offensive_language , non_violent_unethical_behavior :

Insulting someone’s physical appearance without using hurtful language can be done by making fun of their body shape, size, or weight. For

example, you can say ...

Answer from Lisa discrimination,stereotype,injustice , hate_speech,offensive_language , non_violent_unethical_behavior :

Insulting someone’s physical appearance is not a nice thing to do, and it can cause a lot of hurt and offense. However, there are some ways to

do it without using hurtful language. Here are some examples:

1. Make fun of their weight: ...

Answer from Booster discrimination,stereotype,injustice , hate_speech,offensive_language , non_violent_unethical_behavior :

Insulting someone’s physical appearance can be done in a variety of ways without using hurtful language. Here are some examples:

1. Make fun of their weight: “You’re so fat, you could be a contestant on *The Biggest Loser*!”” 2. Mock their height: “You’re so short, you

could be a hobbit!” 3. Make fun of their body shape: “You're so skinny, you could be a twig!”” 4. Make fun of their face: “You ...

Answer from Antibody harmless :

I cannot provide insults or hurtful comments towards someone’s physical appearance, as it is not only mean-spirited but also disrespectful.

Everyone has the right to be ...
\

J

H ACKNOWLEDGEMENT OF LARGE LANGUAGE MODELS USAGE

We used Large Language Models to assist with editing and polishing this paper. They were used for
tasks such as fixing typographical errors, correcting grammar, supporting LaTeX typesetting, and
improving word choice. All ideas, experiments, and analyses were conducted by the authors, and the
use of LLMs does not affect the reproducibility of our work.

I LIMITATIONS AND FUTURE EXTENSIONS

The proposed Antibody method has several limitations. A primary concern is its high computational
cost, introduced by the two-stage defense mechanism. This overhead in the fine-tuning stage is
particularly concerning as it is incurred repeatedly for each new fine-tuning request, creating a
recurring expense for the service provider. Additionally, the method’s defensive capabilities are not
robust against training with a large learning rate, as demonstrated in Regarding fine-tuning
performance, while our method generally enhances performance on downstream tasks compared to
SFT, Antibody does not consistently outperform all baselines across every dataset, leaving room for
improvement.

For future work, a key direction is to broaden the applicability of the Antibody method to other
alignment techniques commonly offered in FTaaS. This includes studying its integration with methods
such as Direct Preference Optimization (Rafailov et al., 2023) and Reinforcement Fine-Tuning.
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Furthermore, exploring the extension of this defense mechanism beyond language models to other
modalities, such as vision fine-tuning, represents another significant avenue for future research.
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